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N N » AMPC IPM/C SMZ/T
BIIL—7 E& HWERHEE |PCG MPIPC|CEZ EM  |CLDM |LVFX |VCM [TEIC [LZD MINO
/CVA S MP
Staphylococcus Staphylococcus aureus 918 32.3 71.6 72.9 77.3 54 78.9 58.4 100 100 99.9 99.7 79.7
Staphylococcus aureus (MSSA) 1083 47.6 100 99.9 99.9 75.5 96.9 87.3 100 99.1
Staphylococcus aureus (MRSA) 469 10.3 36.5 9.6 99.8 100 99.7 99.1 46.4
CNS (S. epidermidisz & %) 874 22.9 42.5 47.7 79 49.4 100 98.4 100 85.7 93.4
BIL—7 B4 KERYEE |ABPC |PCG  [CTX [CTRX |MEPM |EM CLDM [LVFX |VCM
Streptococcus Streptococcus pneumoniae (BB 1&1A)
Streptococcus pneumoniae (BERIRIARLUS)) 289 99.6] 98.4| 982 95.7 7.4 30.7] 98.6 100
Streptococcus pyogenes 68 100 100 100 100 78] 90.2[ 985
Streptococcus agalactiae 323 98.1 96.2 98| 98.1 68.5 85.3 76.9
BI/N—7 EES KRYEE |PCG  |ABPC [EM LVFX |VCM |TEIC [LZD |MINO
Enterococcus Enterococcus faecalis 6301 99.6] 99.2 15.6( 84.3] 99.8 100f 99.6] 295
Enterococcus faecium 225 16.3 18.5 0.9 14.8 100 100 100 34.6
BIN—7 B4 KERYEE |ABPC |PIPC e CEZ [CMZ |CTX |[CTRX |CAZ |CFPM [AZT |MEPM e GM AMK  [LVFX ol
SBT [TAZ |/CVA S MP
EAREEHEE Escherichia coli 1332| 63.3| 705 785| 983 87.6| 70.7| 982 86.4| 603 927 925 87.8 100] 99.8| 93.3] 99.8] 744 836
Escherichia coli (CTX or CTRX R) 138 1.4 2.2 41.9 97.1 79.2 1.4 935 59.4 49.3 99.3 99.3 66.7 99.3 17.4
Klebsiella pneumoniae 450( 105 84.6] 922 989 982 904 99.3| 94.4| 756 984 984 97.3] 99.8 100 97.1 100 98.2| 93.7
Klebsiella oxytoca 181 11| 75.8| 746 90.5| 91.2( 446 99.4| 889 751 98.9] 99.4 9238 100 100[ 955 100[ 90.5[ 95.5
Enterobacter cloacae 101 6.1 882 29.8] 90.9 2.8 5( 14.1] 90.9 50 87 99 759 99 97 100 100 97( 90.5
Enterobacter aerogenes 67 48| 885 339 922 5 109 7.8 86.4| 66.7| 828 984 848] 954 96.9 985| 985 97 100
Proteus mirabilis 122| 46.3| 46.6] 525 100[ 90.2| 281| 96.7 80 42.1| 95.9| 49.6( 86.7 100| 68.9] 96.6] 98.3] 943 91.3
Proteus vulgaris 23 43| 652 739 100 80 95.5 100[ 56.5| 91.3] 82.6 100 100 739 100 100f 91.3 100
Citrobacter freundii 54| 143 82| 729| 981 107 3.9 44( 895 64.2] 889 100 95.2 100 98.1| 94.4 100] 90.2| 875
Citrobacter koseri 31 3.4 533| 885| 96.7[ 923| 86.2| 96.4 93.3] 96.8 100( 94.1 100 100[ 96.8 100 100( 91.7
Serratia marcescens 107 4.2 71.6 94| 717 3.4 1 82.7 91.9| 495 97.2 99 96.6 99 99 100 100[ 835 100
BoL—7 B4 TR |PIPC e PR CAZ [CFPM |AZT |MEPM e GM AMK |LVFX S MINO
SBT [TAZ S MP
7 R UERREES T LRIERE Pseudomonas aeruginosa 421 80.4 80.6 83| 86.3| 743 857 831 96.4[ 99.8] 889
Acinetobacter spp.(baumanii& &) 116| 74.8] 97.8] 89.4f 91.3] 91.7 99.1 100] 90.4( 983 97.3] 96.7[ 99.1
Acinetobacter baumanii 90 77.6] 97.6] 93.1 94.4 92.8 100 100 91 97.8 96.6 96.6 100
Stenotrophomonas maltophilia 28 42.9 82.1 100
BIL—7 B4 TERYEE |ABPC AR CTX [CTRX |MEPM |CAM |[LVFX |TC
SBT [/CVA
Z DT 7 LRERMRE Haemophilus influenzae 419 337 57.8] 77.2| 98.8] 99.5| 983 89.7| 99.3
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