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N N » AMPC IPM/C SMZ/T
BIIL—7 E& HWERHEE |PCG MPIPC|CEZ EM  |CLDM |LVFX |VCM [TEIC [LZD MINO
/CVA S MP
Staphylococcus Staphylococcus aureus 950 31.7 73.8 76.2 82.6 53.6 78.5 59.4 99.8 100 99.8 99.8 83.1
Staphylococcus aureus (MSSA) 1041 48 100 100 100 75.1 97.4 87.6 99.7 99.3
Staphylococcus aureus (MRSA) 493 9.8 431 9.8 99.8 100 99.6 100 58.7
CNS (S. epidermidisz & %) 1101 19.7 39.6 50.9 81.3 41.8 100 97.2 100 81.1 93.8
BIL—7 B4 KERYEE |ABPC |PCG  [CTX [CTRX |MEPM |EM CLDM [LVFX |VCM
Streptococcus Streptococcus pneumoniae (BB 1&1A)
Streptococcus pneumoniae (BERIRIARLUS)) 305 99.7] 99.3] 99.3| 95.2| 16.3| 31.3] 983 100
Streptococcus pyogenes 54 100 100 100 100 79.2( 875 96.3
Streptococcus agalactiae 362 99.4] 95.8 100f 99.2 70.8] 88.5 70.9
BI/N—7 EES KRYEE |PCG  |ABPC [EM LVFX |VCM |TEIC [LZD |MINO
Enterococcus Enterococcus faecalis 666 100 100 12.8] 89.9] 99.8 100 100 29.3
Enterococcus faecium 233 35.1 35.7 4 12.4 100 100 100 48.9
BIN—7 B4 KERYEE |ABPC |PIPC e CEZ [CMZ |CTX |[CTRX |CAZ |CFPM [AZT |MEPM e GM AMK  [LVFX ol
SBT [TAZ |/CVA S MP
EAREEHEE Escherichia coli 1363 587 66.1] 755 98.4| 883 66.4] 983 829 79.3] 89.8( 91.8] 90.6 100 100 91.8| 99.6 69| 825
Escherichia coli (CTX or CTRX R) 148 0.7] 45.3] 959 824 94.6 0.7 36.5| 439 100 100[ 73.6] 96.6/ 155
Klebsiella pneumoniae 495 81 79.9| 857| 96.7 94.6| 854 986 957 915/ 974 955 95 100 100 96.1 100] 96.3] 91.1
Klebsiella oxytoca 232 8.5 683 825| 86.2 633 439 963 100( 87.4 99.6/ 99.1 83| 99.6 100[ 91.8 100( 89.1f 97.5
Enterobacter cloacae 71{ 121 87.3] 31.8[ 915 35( 106 22.7] 89.1f 91.5| 90.1 100 80| 98.6/ 98.6 100 98.6] 97.2 80
Enterobacter aerogenes 85 29[ 795 333 81 5.6 2.7 5.4 875 833] 821 100 81 100( 97.6 100 100( 97.6] 98.2
Proteus mirabilis 188| 53.1| 59.6/ 60.9 100f 98.7| 32.6 100 91.7 59 98.4| 61.6] 932 100 50 99.5 100 97.3] 90.5
Proteus vulgaris 12 16.7| 83.3] 91.7 100 100 8.3 100 100 100 100 100 100( 583 100 100 100
Citrobacter freundii 100 13.2 78] 69.2 90| 31.6/ 10.3| 421 80 81| 83.8 99( 82.8 100 100 99 100 91| 95.3
Citrobacter koseri 42 40.5 786 97.6] 929 786 929 90.51 92.9] 929 100 100 100 100( 97.6] 97.6 100
Serratia marcescens 124 74.2 3.6 79 65.5 75 75.8 97.6 98.4 99 100 99.2 99.2 99.2( 83.9 100
BoL—7 B4 TR |PIPC e PR CAZ [CFPM |AZT |MEPM e GM AMK |LVFX S MINO
SBT [TAZ S MP
7 R UERRKE S S LEHRE Pseudomonas aeruginosa 4471 82.4 81.6| 858 87.4| 641 87.2| 855 935 989 842
Acinetobacter spp.(baumanii& &) 104| 78.8[ 98.6] 95.8] 97.1 97 99 100 98 100 100 100 100
Acinetobacter baumanii 91 76.7 98.4 95 96.7 96.6 98.9 100 97.8 100 100 100 100
Stenotrophomonas maltophilia 18 55.6 83.3 100
BIL—7 B4 TERYEE |ABPC AR CTX [CTRX |MEPM |CAM |[LVFX |TC
SBT [/CVA
Z DT 7 LRERMRE Haemophilus influenzae 496 415 68| 77.3] 98.8 1001 985| 91.6 99
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