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Staphylococcus Staphylococcus aureus (£7T) 1099 42.8| 80.3 90.4] 91.1 57.7| 85.4| 67.7) 100.0f 100.0| 100.0| 100.0f 91.8
Staphylococcus aureus (MSSA) 800 52.6] 100.0 100.0{ 100.0f 73.6] 96.9| 83.7 100.0f 98.7
Staphylococcus aureus (MRSA) 318 13.7] 64.8 6.6| 100.0( 100.0| 100.0f 100.0| 74.6
CNS (S. epidermidis® &% %) 611 32.0 50.3 58.4| 84.3 54.3] 100.0({ 100.0] 100.0f 88.1 97.3
BoL—7 BE# K&RHE [ABPC [PCG  |CTX [CTRX |MEPM |EM CLDM |LVFX [VCM
Streptococcus Streptococcus pneumoniae (BERIR{E)
Streptococcus pneumoniae (B&R&AR AL 117 99.1| 98.8[ 99.1] 94.0f 187 47.7 98.3| 100.0
Streptococcus pyogenes 11| 100.0{ 100.0 100.0 63.6
Streptococcus agalactiae 322| 100.0f 97.0f 100.0| 100.0 59.6/ 79.8] 705
B/ —7 B4 HEME [PCG |ABPC |EM  |LVFX [VCM |TEIC |LZD [MINO
Enterococcus Enterococcus faecalis 481| 100.0f 96.3] 13.0 94.1] 100.0{ 100.0| 100.0| 36.4
Enterococcus faecium 138| 286 15.1 6.9/ 23.3] 100.0f 100.0] 100.0| 58.4
BoL—7 B4 K&RHE |ABPC [PIPC AL [P AT CEZ CEZA | CEZX CMZ |CTX |CTRX |CAZ [CFPM |AZT MEPM IPM/C GM AMK [LVFX SMZ/T™
SBT [TAZ |/CVA 1 2 S
BREEREE Escherichia coli 1392 66.0/ 70.5 79.1| 99.4( 91.0| 72.4( 724| 724 99.7| 858 82.0f 90.7| 92.7 86.3] 100.0/ 100.0| 93.2| 99.8 70.5 85.0
Escherichia coli (CTX or CTRX or CAZ R) 241 2.4 1.3| 383| 96.6| 87.1 1.3 1.3 1.3] 9838 0.9 0.6( 46.1] 56.7| 24.6| 99.6/ 100.0f 76.2| 98.6 11.7 58.4
Klebsiella pneumoniae 396| 13.7| 87.8| 91.2| 99.4( 97.0/ 853| 853 853 956 96.0] 93.8] 96.7| 97.7| 95.1f 100.0| 100.0| 97.6 99.4 98.0 89.0
Klebsiella pneumoniae (CTX or CTRX or CAZ R) 61| 20.0| 56.7| 75.0 96.6] 84.6| 61.1| 61.1| 61.1| 946| 86.0 64.4| 80.3| 852 353| 100.0f 100.0| 91.4| 983 96.7 18.8
Klebsiella oxytoca 134| 141 880 87.9| 957 85.7| 49.5 495| 49.5( 99.0/ 100.0f 95.7| 99.3] 99.3 93.0/ 100.0f 100.0| 97.4| 100.0 95.5 97.4
Enterobacter cloacae 67( 13.1| 836 40.3| 881 125 4.5 45 45 13.4| 889 86.6| 86.6] 100.0 100.0{ 100.0| 100.0{ 100.0 95.5 95.5
Klebsiella aerogenes 44 5.3 81.8] 29.7 86.4| 10.0 8.1 8.1 8.1 105| 824 837 833| 97.6/ 87.0/ 97.6f 97.6/ 100.0| 100.0 97.6 100.0
Proteus mirabilis 91 60.7| 66.3] 74.7| 100.0| 100.0f 38.6| 38.6| 38.6| 100.0 82.4| 73.6/ 97.8 73.0 84.6| 100.0f 70.3] 96.6] 98.8 91.2 94.9
Proteus vulgaris 18| 11.8| 100.0f 88.9| 100.0 0.0 0.0 0.0/ 100.0| 100.0f 100.0| 100.0| 100.0 100.0{ 94.4] 100.0{ 100.0 100.0
Citrobacter freundii 42| 36.7| 786| 71.0] 929 29.0 29.0f 29.0 64.5| 90.5| 85.7| 85.7| 100.0f 75.0/ 100.0f 100.0|] 100.0{ 100.0 83.1 90.5
Citrobacter koseri 26 0.0f 61.5| 70.6| 92.3] 82.4| 588 588 588 832 84.6| 885 96.2 82.4| 100.0f 100.0| 100.0| 100.0 100.0 100.0
Serratia marcescens 60 53] 89.8 54| 915 0.0 2.6 2.6 2.6| 97.4| 100.0f 86.4| 96.7| 100.0/ 100.0| 100.0f 98.3] 100.0| 100.0 95.0 94.3
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T RO EERE S T AREEE Pseudomonas aeruginosa 350 90.5 92.6] 94.0 95.4| 79.7] 93.1| 90.8| 96.3] 98.1| 89.4
Acinetobacter baumannii 20 75.01 100.0f 100.0/ 85.0 94.7 100.0| 100.0 85.0 100.0 95.0 100.0
Acinetobacter spp. (baumannii% & %) 53 80.4| 97.6[ 100.0| 92.2 98.0 100.0] 100.0 92.1 95.3 96.2| 96.7 98.1
Stenotrophomonas maltophilia 34 55.9 88.2] 100.0f 97.1
wrn—7 B sygen [asee |*5PY \AMPC | or Terrx mepm [cam [Lvex [rc
SBT [/CVA
Z DM 5 LEERE Haemophilus influenzae 75| 27.4| 67.6] 80.9| 100.0| 100.0f 100.0| 84.7| 95.9
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