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N N » AMPC IPM/C SMZ/T
BIIL—7 E& HWERHEE |PCG MPIPC|CEZ EM  |CLDM |LVFX |VCM [TEIC [LZD MINO
/CVA S MP
Staphylococcus Staphylococcus aureus 833 35.9 69.8 78.9 82.9 57.3 75.2 61.4| 100.0f 100.0f 100.0 99.3 85.3
Staphylococcus aureus (MSSA) 556 51.2( 100.0 100.0] 100.0 85.2 98.2 88.2 99.2 99.2
Staphylococcus aureus (MRSA) 319 73| 446 4.1( 100.01 100.0{ 100.0 99.4 61.2
CNS (S. epidermidis& &% %) 591 18.4 33.9 51.4 80.3 36.3| 100.0f 100.0f 100.0 80.2 91.3
BIL—7 B4 KERYEE |ABPC |PCG  [CTX [CTRX |MEPM |EM CLDM [LVFX |VCM
Streptococcus Streptococcus pneumoniae (BB 1&1A)
Streptococcus pneumoniae (BERIRIARLUS)) 27 96.0| 85.7| 100.0f 92.3 58.3| 94.7| 100.0
Streptococcus pyogenes
Streptococcus agalactiae 127| 100.0 92.2] 100.0] 100.0 71.2 84.0 47.6
BI/N—7 EES KRYEE |PCG  |ABPC [EM LVFX |VCM |TEIC [LZD |MINO
Enterococcus Enterococcus faecalis 497 100.01 98.2 10.2 87.3] 100.0( 100.0] 100.0 32.3
Enterococcus faecium 344 233 20.1 5.4 9.8] 100.0f 100.0] 100.0 45.8
BIN—7 B4 KERYEE |ABPC |PIPC e CEZ [CMZ |CTX |[CTRX |CAZ |CFPM [AZT |MEPM e GM AMK  [LVFX ol
SBT [TAZ |/CVA S MP
EAREEHEE Escherichia coli 938| 59.0| 66.5| 71.4] 95.8[ 83.3| 64.2| 99.4| 81.2| 80.0f 88.0| 89.9] 86.5( 100.0] 99.9] 89.0/ 99.4| 689 83.6
Escherichia coli (CTX or CTRX R) 190 25.6] 84.4| 55.3 98.7 41.7) 51.9] 30.9( 100.0| 100.0f 69.5| 97.9 4.7] 503
Klebsiella pneumoniae 399 2.4 73.6| 826 95.7| 97.4( 82.6| 96.8 89.4| 88.6| 97.2[ 96.2| 94.6] 100.0{ 100.0/ 94.3[ 100.0 96.0|] 88.2
Klebsiella oxytoca 162 71.1( 70.01 824 737 59| 96.7 100.0] 85.9] 99.3[ 99.4| 85.8] 99.4 99.4] 94.6( 100.0| 88.8] 959
Enterobacter cloacae
Enterobacter aerogenes 67 69.8 8.1 78.5 2.9 2.8 2.7 74.2 71.9( 100.0 76.6| 100.0f 100.0f 100.0] 100.0{ 100.0f 100.0
Proteus mirabilis 86| 62.5 63.0/ 71.4| 100.0f 97.3] 45.2| 100.0 67.9] 97.6( 70.2| 87.9] 100.0f 55.7| 97.6| 100.0| 88.4] 94.0
Proteus vulgaris
Citrobacter freundii 87| 28.6 80.5| 53.8] 851 308 14.3] 357 81.6| 81.6] 100.0f 89.5| 100.0{ 100.0f 97.7| 100.0f 93.1] 8&7.4
Citrobacter koseri 32 53.1] 100.0( 100.0| 100.0| 100.0{ 100.0 100.0{ 100.0] 100.0] 100.0f 100.0|/ 100.0{ 100.0f 100.0| 100.0( 100.0
Serratia marcescens 63 87.1 14.3] 88.9 7.1 92.9 87.3] 100.0f 100.0] 100.0{ 100.0] 100.0] 100.0f 100.0 93.7 98.3
BoL—7 B4 TR |PIPC e PR CAZ [CFPM |AZT |MEPM e GM AMK |LVFX S MINO
SBT [TAZ S MP
7 R UERREES T LRIERE Pseudomonas aeruginosa 289| 89.2 88.9] 926| 96.9( 731 917 888 97.9] 99.3[ 90.7
Acinetobacter spp.(baumanii& ) 60 71.9 96.0f 90.4| 84.0] 85.7 100.0/ 100.0f 86.8 96.7 94.9( 84.6 98.3
Acinetobacter baumanii 44 73.8] 94.4| 88.1 92.7 82.1 100.01 100.0f 83.7 G580 93.0 93.9 97.7
Stenotrophomonas maltophilia 11 33.3 90.9] 100.0 90.9
BIL—7 B4 TERYEE |ABPC AR CTX [CTRX |MEPM |CAM |[LVFX |TC
SBT [/CVA
Z DT 7 LRERMRE Haemophilus influenzae 73 429| 69.2| 74.0] 100.0/ 100.0|/ 100.0| 83.9| 100.0
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