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Staphylococcus Staphylococcus aureus (£7T) 563 34.7| 76.4 78.6] 85.6] 56.0/ 82.5| 59.9| 100.0f 100.0|{ 100.0f 99.4| 88.1
Staphylococcus aureus (MSSA) 387 52.1] 100.0 100.0{ 100.0f 78.8] 98.1| 85.3 99.6] 99.4
Staphylococcus aureus (MRSA) 204 11.1 52.0 5.2| 100.0f 100.0] 100.0f 98.2] 66.9
CNS (S. epidermidis® &% %) 570 20.3 32.8 50.3 81.4| 36.2( 100.0/ 100.0| 100.0f 81.5 90.7
BoL—7 BE# K&RHE [ABPC [PCG  |CTX [CTRX |MEPM |EM CLDM |LVFX [VCM
Streptococcus Streptococcus pneumoniae (BERIR{E)
Streptococcus pneumoniae (BER&ARALISN)
Streptococcus pyogenes
Streptococcus agalactiae 110{ 100.0f 94.4| 100.0{ 100.0 79.0 88.0] 685
B/ —7 B4 HEME [PCG |ABPC |EM  |LVFX [VCM |TEIC |LZD [MINO
Enterococcus Enterococcus faecalis 383| 100.0{ 100.0 9.0/ 85.7[ 100.0| 100.0f 99.7| 30.0
Enterococcus faecium 292| 27.3] 287 3.6 8.3] 100.0| 100.0f 99.6] 38.8
BoL—7 B4 K&RHE |ABPC [PIPC AL [P AT CEZ CEZA | CEZX CMZ |CTX |CTRX |CAZ [CFPM |AZT MEPM IPM/C GM AMK [LVFX SMZ/T™
SBT |TAZ |/CVA 1 2 S
BREEREE Escherichia coli 637| 59.5| 67.4| 69.0/ 97.8 87.5| 658 658 658/ 98.2 80.4| 91.5 95.1| 86.6/ 100.0f 100.0| 91.6| 100.0 68.9 84.3
Escherichia coli (CTX or CTRX or CAZ R) 136 0.0 0.0 233 934 67.7 0.0 0.0 0.0 935 0.0f 56.3] 74.8] 33.1| 100.0| 100.0f 68.9] 100.0 6.7 48.8
Klebsiella pneumoniae 279 59| 84.9| 70.3| 96.8] 921 684 684 684 947 91.4| 96.8 97.5 95.3] 100.0f 100.0| 98.2| 100.0 96.1 91.3
Klebsiella pneumoniae (CTX or CTRX or CAZ R) 26 0.0 3.8 25.0 65.4| 625 125| 125/ 125| 625 3.8 50.0| 654 375 96.0/ 100.0f 80.8] 100.0 69.2 273
Klebsiella oxytoca 147 0.0 84.4 46.7| 89.0 66.7| 16.7 16.7 16.7| 100.0 91.1| 100.0{ 100.0f 91.2| 100.0f 100.0| 96.6| 100.0 95.9 97.9
Enterobacter cloacae
Klebsiella aerogenes 80 22| 79.2| 186| 859 5.1 4.4 4.4 4.4 4.7 84.4| 788| 100.0 84.2| 100.0f 98.7| 100.0| 100.0 100.0 98.5
Proteus mirabilis 53 755| 86.7| 90.6/ 100.0| 97.9| 41.2| 41.2| 41.2| 100.0 89.4| 98.0[ 925 96.1| 100.0f 72.0| 96.1] 100.0 96.0 91.7
Proteus vulgaris 19 0.0{ 100.0| 94.7[ 100.0| 94.4 0.0 0.0 0.0f 100.0 94.4] 100.0[ 100.0( 100.0| 100.0f 84.2| 100.0| 94.4 100.0 92.9
Citrobacter freundii 56 0.0/ 81.8| 50.0| 87.0 16.7| 16.7| 16.7| 16.7| 33.3 85.5| 85.2| 100.0/ 85.5| 100.0f 100.0| 100.0| 100.0 90.7 89.1
Citrobacter koseri 31 51.6 100.0 100.0{ 100.0f 100.0| 100.0f 100.0| 100.0| 100.0( 100.0 96.8 100.0
Serratia marcescens 47 0.0 93.6 0.0f 95.7 0.0 0.0 0.0 0.0 833 91.5| 100.0[ 100.0f 97.9] 100.0f 100.0| 100.0[ 100.0 93.6 100.0
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BION—T < SH&RMEL [PIPC HIEIREY) 1R CAZ [CFPM |AZT [MEPM PV GM AMK |LVFX Sl MINO
SBT [TAZ § TMP
T RO EERE S T AREEE Pseudomonas aeruginosa 165| 88.9 91.9] 926 95.2| 752| 87.9| 836| 982 100.0] 91.3
Acinetobacter baumannii 15 85.7| 100.0{ 100.0| 100.0 92.9 100.0| 100.0 86.7| 93.3 85.7| 100.0| 100.0
Acinetobacter spp. (baumannii% & %) 46 73.2 95.1 93.5 78.6 97.6 100.0] 100.0 95.6] 97.8 95.6| 87.2| 100.0
Stenotrophomonas maltophilia
EoL—7 o sz |aepc [P0 [AMPC o letrx mePm|cam [Lvex [Tc
SBT [/CVA
Z DS T LEHERE Haemophilus influenzae 34| 219 65.6| 758 100.0/ 100.0| 75.0| 100.0
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