TYFNAFT T L(%) : ILiEEERSEE S V-7 SINHEREL 3 3 3 3 5 5 5 5
RHEES : RABRAR S EL HARI(%E)| 2015| 2016 | 2017 | 2018 | 2019 | 2020 | 2021 | 2022 2023 | 2024 | 2025 | 2026 | 2027 | 2028 | 2029 | 2030 | 2031
B Eg-1EA 51 71 512 513 514 515 516 7 518 519 5010 311 312 313 514 FU15 5116
Acinetobacter baumannii ABPC/SBT 100.0 95.1 | 100.0 97.6 96.7 96.2 | 100.0 | 100.0
Acinetobacter baumannii AMK 100.0 | 100.0 ( 100.0 96.1 99.1 96.9 97.1 ] 100.0
Acinetobacter baumannii AZT

Acinetobacter baumannii CAZ 90.0 89.4 98.2 95.2 94.4 93.5 92.1 ] 100.0
Acinetobacter baumannii CFPM 89.5 90.5 | 100.0 95.1 94.4 86.9 94.6 95.2
Acinetobacter baumannii GM 90.0 97.8 | 100.0 90.2 95.4 90.6 82.1 9515
Acinetobacter baumannii IPM/CS 100.0 [ 100.0 | 100.0 99.1| 100.0 | 100.0 { 100.0 | 100.0
Acinetobacter baumannii LVFX 89.5 97.8 | 100.0 96.2 97.3 95.3 92.1 ] 100.0
Acinetobacter baumannii MEPM 100.0 | 100.0 | 98.1 98.1| 100.0 | 100.0 { 100.0 | 100.0
Acinetobacter baumannii MINO 100.0 | 100.0 | 100.0 [ 100.0 [ 100.0 98.4 | 100.0 | 100.0
Acinetobacter baumannii PIPC 77.8 69.8 80.4 83.8 84.3 79.4 78.9 88.2
Acinetobacter baumannii PIPC/TAZ 100.0 86.0 97.1 91.2 93.5 92.2 | 100.0 | 100.0
Acinetobacter baumannii SMZ/TMP 100.0 96.2 | 100.0 [ 100.0 | 100.0 94.7 94.4 1 100.0
Acinetobacter baumannii R RIREK 20 48 56 | 107 | 112 65 39 22
Acinetobacter spp. (baumanniiz & %) ABPC/SBT 100.0 95.5 | 100.0 98.0 96.2 97.3 96.7 97.4
Acinetobacter spp. (baumanniiz & %) AMK 98.4 1 100.0 | 100.0 96.7 98.7 97.7 96.8 | 100.0
Acinetobacter spp. (baumanniiz & %) AZT

Acinetobacter spp. (baumanniiz & %) CAZ 87.5 88.2 98.3 94.3 88.7 89.2 86.0 87.8
Acinetobacter spp. (baumanniiz & %) CFPM 90.3 90.3 | 100.0 95.9 94.5 89.2 96.0 94.3
Acinetobacter spp. (baumanniiz & %) GM 90.6 97.0 | 100.0 91.7 95.2 92.0| 919 98.6
Acinetobacter spp. (baumanniiz & %) IPM/CS 100.0 [ 100.0 | 100.0 99.2 | 100.0 | 100.0 | 100.0 98.9
Acinetobacter spp. (baumanniiz & %) LVFX 95.2 98.5| 100.0 95.1 96.7 96.5 96.2 | 100.0
Acinetobacter spp. (baumanniiz &% %) MEPM 100.0 98.5 98.3 98.4| 100.0 | 100.0 | 100.0 98.8
Acinetobacter spp. (baumanniiz & %) MINO 100.0 98.5| 100.0 99.2 | 100.0 98.8 | 99.0| 100.0
Acinetobacter spp. (baumanniiz & %) PIPC 71.0 70.3 80.7 86.3 83.0 T74.7 76.8 79.5
Acinetobacter spp. (baumanniiz & %) PIPC/TAZ 92.2| 844 974 926 94.4| 933| 965| 914
Acinetobacter spp. (baumanniiz & %) SMZ/TMP 100.0 | 96.4| 100.0 | 100.0 | 100.0 | 88.6| 91.5| 985
Acinetobacter spp. (baumanniiz&& %) ITEREE 64 69 62| 125 153 86| 106 91
Citrobacter freundii ABPC 4.8 4.5 12.5 143 273 20.0 | 29.5 34.3
Citrobacter freundii ABPC/SBT 50.0 64.0 61.1 55.8 78.2 67.6 674 67.6
Citrobacter freundii AMK 100.0 | 100.0 | 100.0 | 100.0 [ 100.0 | 100.0 | 100.0 [ 100.0
Citrobacter freundii AMPC/CVA 9.1 16.7 38.9 30.0| 26.3 31.6| 21.4] 28.0
Citrobacter freundii AZT 93.1 77.8 85.5 91.4| 87.8| 826 80.0
Citrobacter freundii CAZ 81.8 88.4 78.4| 80.5 88.8 82.9 84.6 83.8
Citrobacter freundii CEZ 4.5 4.0 16.7 11.6 | 23.6 5.7 32.6 23.5
Citrobacter freundii CEzx 1 4.5 8.3 333 11.1 23.6 57| 32.6 23.5

XOBEREICOWVLT  >90%h e, 90~801'E LB, 80~60A'F L P, <60hFKETT,

2022F o lE, NWRERZ & DHRBD L0FREDIHE.

INA] &FRRENET,




TYFNRAFT 7 L(%) : LigEERbSEES V-7 BINFERRE 3 3 3 3 5 5 5 5
BREXS : AR S EL HAREI(SE)| 2015 | 2016 | 2017 | 2018 | 2019 | 2020 | 2021 | 2022 | 2023 | 2024 | 2025 | 2026 | 2027 | 2028 | 2029 | 2030 | 2031
& EH#A 51 51 52 513 54 515 516 7 518 519 10 311 FJ12 013 F14 3015 516
Citrobacter freundii CEZXx 2 4.5 83| 333| 11.1| 236 57| 326| 235
Citrobacter freundii CFPM 100.0 [ 100.0 [ 98.0 100.0| 97.2| 100.0 | 100.0 | 100.0
Citrobacter freundii Cmz 23.8 37.5 35.3 41.9 43.6 31.4 56.5 50.0
Citrobacter freundii CTRX 68.2 88.1 76.5 77.9 89.7 81.7 84.8 83.8
Citrobacter freundii CTX 63.6 91.7 | 100.0 87.1
Citrobacter freundii GM 100.0 [ 100.0 [ 100.0 | 95.3| 94.4] 98.1]| 99.0| 100.0
Citrobacter freundii IPM/CS 100.0 | 97.7( 100.0| 98.9| 100.0| 100.0 | 100.0 | 100.0
Citrobacter freundii LVFX 90.9| 95.1( 941 87.2( 943 933| 904 ] 959
Citrobacter freundii MEPM 100.0 | 100.0 [ 100.0 | 100.0 | 100.0 | 100.0 | 100.0 | 100.0
Citrobacter freundii PIPC 71.4 85.4 74.5 74.4 86.9 81.9 79.0 82.2
Citrobacter freundii PIPC/TAZ 86.4| 97.7| 863 86.0[ 935| 857 91.3]| 8338
Citrobacter freundii SMZ/TMP 95.8 97.1 88.2 923 878 89.2| 89.1
Citrobacter freundii TR 22 43 51 87 107 105 106 74
Citrobacter koseri ABPC 0.0 4.5 0.0 0.0 0.0 0.0 0.0
Citrobacter koseri ABPC/SBT 80.0| 85.0| 73.3 100.0 | 100.0 [ 66.7| 86.4
Citrobacter koseri AMK 100.0 | 100.0 [ 97.6| 100.0 | 100.0 | 100.0 | 100.0 | 100.0
Citrobacter koseri AMPC/CVA 95.0 90.0| 86.7 100.0 | 923 80.0[ 100.0
Citrobacter koseri AZT 100.0 [ 100.0 | 100.0 | 100.0 | 100.0| 93.3| 94.2
Citrobacter koseri CAZ 85.0| 97.1( 927 100.0 [ 100.0 | 100.0 | 94.4| 94.2
Citrobacter koseri CEZ 80.0 826 733 100.0| 929 53.3| 818
Citrobacter koseri CEZXx 1 80.0| 63.6| 66.7 100.0| 929 53.3| 818
Citrobacter koseri CEZX 2 80.0| 63.6| 66.7 100.0| 929 53.3| 818
Citrobacter koseri CFPM 90.0 | 100.0 | 92.7] 100.0 | 100.0 | 100.0 | 98.1| 96.2
Citrobacter koseri CMmz 100.0 [ 95.7 | 86.7 100.0 [ 929 86.7| 100.0
Citrobacter koseri CTRX 80.0| 91.2( 90.2( 100.0 | 100.0| 100.0| 92.6| 94.2
Citrobacter koseri CTX

Citrobacter koseri GM 100.0( 97.1( 100.0 | 100.0 | 97.6| 100.0 | 100.0 | 100.0
Citrobacter koseri IPM/CS 100.0 { 100.0 [ 100.0 | 100.0 | 100.0 | 100.0 | 100.0 | 100.0
Citrobacter koseri LVFX 100.0 [ 100.0 [ 97.6| 100.0| 100.0 | 100.0| 98.1| 100.0
Citrobacter koseri MEPM 100.0 | 100.0 [ 100.0 | 100.0 | 100.0 | 100.0 | 100.0 | 100.0
Citrobacter koseri PIPC 40.0| 545 415 333 357| 50.0| 55.6| 481
Citrobacter koseri PIPC/TAZ 100.0( 97.0( 97.6| 100.0| 100.0| 100.0| 96.3| 98.1
Citrobacter koseri SMZ/TMP 94.4( 100.0 [ 955 97.2| 100.0 | 100.0 | 98.0
Citrobacter koseri FRUEE 20 34 41 27 42 42 54 52
CNS (S. epidermidis® &8 %) AMPC/CVA

CNS (S. epidermidis® &8 %) CEZ
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TYFNRAFT 7 L(%) : LigEERbSEES V-7 BINFERRE 3 3 3 3 5 5 5 5
BREXS : AR S EL HAREI(SE)| 2015 | 2016 | 2017 | 2018 | 2019 | 2020 | 2021 | 2022 | 2023 | 2024 | 2025 | 2026 | 2027 | 2028 | 2029 | 2030 | 2031
El 5 1l 24 / 7116 3 9 0 i §
CNS (S. epidermidisz & %) CLDM 719 765| 794 818| 855| 843| 836 838
CNS (S. epidermidisz & %) EM 42.3| 485 498 49.1( 526| b55.6| 558| 57.4
CNS (S. epidermidis® &8 %) IPM/CS

CNS (S. epidermidisz= &% %) LVFX 43.1| 39.8| 374 468 481 | 447 47.9)| 476
CNS (S. epidermidisz= &% %) LzD 100.0 | 100.0 [ 100.0 | 100.0 | 100.0 | 100.0 | 100.0 | 100.0
CNS (S. epidermidisz= &% %) MINO 925 | 888 914 946 93.0| 936| 945| 935
CNS (S. epidermidisz= &% %) MPIPC 41.1| 358 363 404 41.1| 39.7| 424] 408
CNS (S. epidermidisz= &% %) PCG 225| 21.1| 195 206 19.8| 19.8| 249]| 230
CNS (S. epidermidisz&® %) SMZ/TMP 83.3 86.7 86.1 81.3 83.6 83.5 83.7 82.9
CNS (S. epidermidisz= &% %) TEIC 99.4| 97.8| 96.8[ 97.8( 99.8| 100.0| 100.0 | 99.8
CNS (S. epidermidisz&® %) VCM 100.0 | 100.0 { 100.0 | 100.0 | 100.0 | 100.0 | 100.0 [ 100.0
CNS (S. epidermidisz= &% %) TR 186 482 540 987 | 1082 908 | 1253 | 1025
Enterobacter cloacae ABPC 6.5 6.1 10.0 18.0 10.3 15.4 12.0 15.8
Enterobacter cloacae ABPC/SBT 16.1 22.6 40.0 37.7 44.4 35.0 37.5 27.0
Enterobacter cloacae AMK 100.0 | 100.0 ( 100.0 98.4 | 100.0 [ 100.0 | 100.0 | 100.0
Enterobacter cloacae AMPC/CVA 12.9 3.6 35.0 20.0 11.8 6.7
Enterobacter cloacae AZT 76.2 87.5
Enterobacter cloacae CAZ 71.0 77.1 80.0 80.6 90.3 90.0 85.0 84.2
Enterobacter cloacae CEZ 9.7 2.9 15.0 9.8 6.9 10.0 3.8 2.6
Enterobacter cloacae CEzx1 9.7 4.8 11.8 6.9 10.0 3.8 2.6
Enterobacter cloacae CEZx 2 9.7 4.8 11.8 6.9 10.0 3.8 2.6
Enterobacter cloacae CFPM 100.0( 97.1( 100.0 | 100.0 | 100.0 | 100.0 | 100.0 | 100.0
Enterobacter cloacae Cmz 13.3 9.1 40.0 14.8 16.7 15.0 10.0 7.9
Enterobacter cloacae CTRX 73.3 76.5 80.0 74.2 88.9 90.0 86.3 84.2
Enterobacter cloacae CTX 76.5| 91.8| 939 86.2| 818
Enterobacter cloacae GM 100.0 [ 100.0 [ 100.0 | 98.4| 100.0 | 100.0 | 100.0 | 100.0
Enterobacter cloacae IPM/CS 100.0 [ 97.2 | 100.0 | 100.0 | 100.0 | 100.0 | 100.0 | 100.0
Enterobacter cloacae LVFX 90.0 94.1 92.0 96.8 95.8 | 100.0 96.3 94.7
Enterobacter cloacae MEPM 100.0 | 100.0 | 100.0 | 100.0 | 100.0 | 100.0 | 100.0 | 100.0
Enterobacter cloacae PIPC 71.0] 83.9 72.0] 855| 944 90.0| 875] 89.5
Enterobacter cloacae PIPC/TAZ 80.6 853 80.0| 903 944 95.0| 924]| 921
Enterobacter cloacae SMZ/TMP 86.7 955 81.3
Enterobacter cloacae FRUEE 31 36 25 62 72 40 80 38
Enterococcus faecalis ABPC 96.7| 989 1000 99.4( 976 983| 96.8| 9538
Enterococcus faecalis EM 16.4 13.6 11.3 12.8 12.3 13.2 12.7 14.9
Enterococcus faecalis LVFX 80.7 80.1 87.2 91.0 89.4 88.3 90.6 91.3
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TYFNAFT T L(%) : ILiEEERSEE S V-7 SINHEREL 3 3 3 3 5 5 5 5
RHEES : RABRAR S EL HARI(%E)| 2015| 2016 | 2017 | 2018 | 2019 | 2020 | 2021 | 2022 2023 | 2024 | 2025 | 2026 | 2027 | 2028 | 2029 | 2030 | 2031
B Eg-1EA 51 71 512 513 514 515 516 7 518 519 5010 311 312 313 514 FU15 5116
Enterococcus faecalis LzD 99.7 | 100.0 [ 100.0 | 100.0 | 100.0 | 100.0 99.9 99.9
Enterococcus faecalis MINO 38.7 29.2 26.6 33.3 34.2 32.7 33.7 33.6
Enterococcus faecalis PCG 97.5 99.5 | 100.0 99.5| 100.0 [ 100.0 | 100.0 | 100.0
Enterococcus faecalis TEIC 100.0 [ 100.0 | 100.0 | 100.0 [ 100.0 | 100.0 | 100.0 [ 100.0
Enterococcus faecalis VCM 100.0 99.7 | 100.0 99.8 | 100.0 [ 100.0 | 100.0 | 100.0
Enterococcus faecalis FRIREX 361| 409| 350| 598 872| 763| 903| 754
Enterococcus faecium ABPC 25.0 27.5 32.6 27.0 20.4 20.8 21.3 15.9
Enterococcus faecium EM 3.5 1.7 3.7 6.6 12.4 6.3 3.7 7.4
Enterococcus faecium LVFX 14.0 11.7 8.4 10.5 14.3 11.4 13.5 13.7
Enterococcus faecium LzD 100.0 | 100.0 | 100.0 [ 100.0 | 100.0 | 100.0 99.7 99.7
Enterococcus faecium MINO 32.7 38.3 49.2 66.4 52.5 51.7 46.2 35.4
Enterococcus faecium PCG 25.6 24.7 33.3 27.9 16.7 23.9 28.8 13.2
Enterococcus faecium TEIC 100.0 | 100.0 | 100.0 [ 100.0 | 100.0 | 100.0 [ 100.0 | 100.0
Enterococcus faecium VCM 99.5 99.4 | 100.0 [ 100.0 | 100.0 | 100.0 | 100.0 98.9
Enterococcus faecium R RIREK 203 | 188| 142| 251 357| 343| 450| 385
Escherichia coli ABPC 64.1 57.9 54.5 60.1 67.1 64.1 65.8 58.2
Escherichia coli ABPC/SBT 79.1 72.3 69.5 76.3 79.3 76.4 78.0 74.4
Escherichia coli AMK 99.7 99.9 99.3 99.5 99.9 99.4 99.8 99.9
Escherichia coli AMPC/CVA 90.8 86.1 87.5 89.2 94.0 87.0 90.0 88.4
Escherichia coli AZT 78.0 88.9 89.5 88.2 90.5 86.8 | 85.9 84.4
Escherichia coli CAZ 93.2 90.7 85.6 89.1 92.8 89.9 90.7 88.1
Escherichia coli CEZ 68.6 64.6 555 64.9 72.3 70.2 72.1 64.5
Escherichia coli CEZX 1 68.6 69.2 62.5 74.5 72.3 70.2 72.1 64.5
Escherichia coli CEZX 2 68.6 69.2 62.5 74.5 72.3 70.2 72.1 64.5
Escherichia coli CFPM 92.3 89.9 86.5 91.4] 93.9 91.8| 92.6 91.1
Escherichia coli Cmz 97.41 975 97.6 97.41 99.1 99.2 99.5 98.8
Escherichia coli CTRX 86.5 80.9 75.1 79.4| 829 80.8 | 81.9 80.3
Escherichia coli CTX 86.6 86.0 86.3 86.1 82.6 | 84.5 79.7
Escherichia coli GM 91.7 90.3| 90.1 928 924 92.0| 928 91.3
Escherichia coli IPM/CS 99.6 99.7 | 100.0 99.8 | 100.0 99.9 | 100.0 99.9
Escherichia coli LVFX 73.0 69.8 65.8 71.8 73.5 71.1 70.4 | 65.0
Escherichia coli MEPM 99.7 | 100.0 | 100.0 99.9 | 100.0 | 100.0 { 100.0 | 100.0
Escherichia coli PIPC 68.9 64.7 61.2 67.3 71.6 68.9 70.1 64.6
Escherichia coli PIPC/TAZ 98.9 98.1 97.3 97.6 | 98.3 97.5 98.8 97.8
Escherichia coli SMZ/TMP 77.5 80.6 | 80.9 85.6 | 86.9 85.4 ] 85.1 83.7
Escherichia coli XHEREEL 730 779 717 | 1313 | 2000 | 1781 2103 | 1870
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TYFNRAFT 7 L(%) : LigEERbSEES V-7 BINFERRE 3 3 3 3 5 5 5 5
BREXS : AR S EL HAREI(SE)| 2015 | 2016 | 2017 | 2018 | 2019 | 2020 | 2021 | 2022 | 2023 | 2024 | 2025 | 2026 | 2027 | 2028 | 2029 | 2030 | 2031
& EH#A 51 51 52 513 54 515 516 7 518 519 10 311 FJ12 013 F14 3015 516
Escherichia coli (CTX or CTRX or CAZ R) ABPC 1.9 0.0 1.1 1.2 0.0 0.0 1.8 0.0
Escherichia coli (CTX or CTRX or CAZ R) ABPC/SBT 404 | 37.2| 383 395 39.7| 314| 333| 389
Escherichia coli (CTX or CTRX or CAZ R) AMK 99.0| 99.3( 972 97.6( 100.0| 97.9| 989]| 995
Escherichia coli (CTX or CTRX or CAZ R) AMPC/CVA 69.6 77.9 80.9 83.6 86.2 65.2 80.7 81.9
Escherichia coli (CTX or CTRX or CAZ R) AZT 0.0 43.8| 495]| 36.2| 358| 270 265 27.3
Escherichia coli (CTX or CTRX or CAZ R) CAZ 509 51.0( 422| 47.6| 56.0| 47.7| 482 418
Escherichia coli (CTX or CTRX or CAZ R) CEZ 0.0 0.0 1.1 0.6 0.7 0.0 1.0 0.0
Escherichia coli (CTX or CTRX or CAZ R) CEZx 1 0.0 0.0 111 1.3 0.7 0.0 1.0 0.0
Escherichia coli (CTX or CTRX or CAZ R) CEZX 2 0.0 0.0 111 1.3 0.7 0.0 1.0 0.0
Escherichia coli (CTX or CTRX or CAZ R) CFPM 40.0| 444 46.1| 58.0( 60.2| 549| 584| 553
Escherichia coli (CTX or CTRX or CAZ R) CMZ 84.9 92.1 93.6 91.2 97.0 98.5 98.2 96.3
Escherichia coli (CTX or CTRX or CAZ R) CTRX 0.0 0.0 0.0 0.0 0.0 0.4 0.3 0.0
Escherichia coli (CTX or CTRX or CAZ R) CTX 0.0 0.0 0.0 0.8 0.0 0.7 0.0
Escherichia coli (CTX or CTRX or CAZ R) GM 72.4 70.6 71.7 77.6 71.1 74.3 73.1 76.7
Escherichia coli (CTX or CTRX or CAZ R) IPM/CS 99.1 99.3 | 100.0 99.3 | 100.0 99.7 | 100.0 99.8
Escherichia coli (CTX or CTRX or CAZ R) LVFX 19.0| 10.6| 10.6| 14.2 12.3 9.8 10.2 7.8
Escherichia coli (CTX or CTRX or CAZ R) MEPM 98.1| 100.0 [ 100.0 [ 99.7 ( 100.0 | 100.0 | 99.7 | 100.0
Escherichia coli (CTX or CTRX or CAZ R) PIPC 3.8 0.0 1.7 1.0 0.6 0.3 0.8 0.7
Escherichia coli (CTX or CTRX or CAZ R) PIPC/TAZ 96.2 95.8 93.3 95.1 91.4 89.8 95.2 91.3
Escherichia coli (CTX or CTRX or CAZ R) SMZ/TMP 57.1] 54.0| 53.8| 609| 52.0| 53.2| 54.0| 59.0
Escherichia coli (CTX or CTRX or CAZ R) TR 106 145 180 288 327 337 387 417
Haemophilus influenzae ABPC 40.5 37.5 40.3 36.8 32.3 49.5 28.1 40.0
Haemophilus influenzae ABPC/SBT 61.8 64.0 68.9 64.4 62.3 68.8 68.7 85.0
Haemophilus influenzae AMPC/CVA 72.0 76.6 7.7 76.6 71.7 80.3 78.9 90.9
Haemophilus influenzae CAM 79.8 91.8 91.1 83.7 94.3 86.1 81.4 78.6
Haemophilus influenzae CTRX 100.0 [ 99.6 | 100.0 | 100.0 | 99.7 | 100.0 | 100.0 | 100.0
Haemophilus influenzae CTX 100.0 [ 100.0 98.2 98.8 | 100.0 | 100.0 | 100.0
Haemophilus influenzae LVFX 99.4 98.8 98.5 99.7 99.4 1 100.0 97.4 96.6
Haemophilus influenzae MEPM 98.2 97.6 99.0 99.5 99.4 1 100.0 | 100.0 | 100.0
Haemophilus influenzae TC

Haemophilus influenzae ITERIREL 166 [ 263| 206| 406 342 123 119 62
Klebsiella aerogenes ABPC 18.2 0.0 7.1 0.0 1.6 1.9 2.4 2.1
Klebsiella aerogenes ABPC/SBT 30.0 12.0 20.0 27.7 24.6 16.7 24.7 31.3
Klebsiella aerogenes AMK 100.0 | 100.0 [ 100.0 | 100.0 | 100.0 | 100.0 | 100.0 | 100.0
Klebsiella aerogenes AMPC/CVA 10.0 0.0 7.1 0.0 0.0 2.6 5.3 3.5
Klebsiella aerogenes AZT 78.6 79.4 60.8 86.2 83.3 83.5 83.7
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TYFNRAFT 7 L(%) : LigEERbSEES V-7 BINFERRE 3 3 3 3 5 5 5 5
BREXS : AR S EL HAREI(SE)| 2015 | 2016 | 2017 | 2018 | 2019 | 2020 | 2021 | 2022 | 2023 | 2024 | 2025 | 2026 | 2027 | 2028 | 2029 | 2030 | 2031
eI 1l 24 34 7116 3 9 0 / 6
Klebsiella aerogenes CAZ 81.8 72.2 77.3 69.2 84.3 77.6 78.8 79.0
Klebsiella aerogenes CEZ 0.0 0.0 0.0 10.2 4.3 5.8 4.9 8.2
Klebsiella aerogenes CEZX 1 0.0 0.0 0.0 11.6 4.3 5.8 4.9 8.2
Klebsiella aerogenes CEZX 2 0.0 0.0 0.0 11.6 4.3 5.8 4.9 8.2
Klebsiella aerogenes CFPM 100.0 | 100.0 [ 100.0 | 100.0 | 100.0 | 100.0 | 99.1| 100.0
Klebsiella aerogenes CMz 20.0 0.0 7.1 13.7 5.9 7.4 6.3 10.1
Klebsiella aerogenes CTRX 90.9 82.9 77.3 76.3 89.3 81.8 83.6 82.0
Klebsiella aerogenes CTX 90.9 95.0 71.4 81.0
Klebsiella aerogenes GM 100.0 | 100.0 [ 100.0 | 100.0 | 100.0 | 98.7 | 100.0 | 100.0
Klebsiella aerogenes IPM/CS 100.0 | 100.0 [ 95.3| 100.0| 100.0 | 100.0| 98.3| 99.0
Klebsiella aerogenes LVFX 100.0 | 100.0 95.5 | 100.0 | 100.0 | 100.0 99.1 98.0
Klebsiella aerogenes MEPM 100.0 | 100.0 [ 100.0 | 100.0 | 100.0 | 100.0 | 99.1| 100.0
Klebsiella aerogenes PIPC 88.9 76.5 72.7 12.7 87.2 76.0 78.8 84.2
Klebsiella aerogenes PIPC/TAZ 81.8 80.0 77.3 76.4 89.8 82.9 84.7 84.5
Klebsiella aerogenes SMZ/TMP 100.0 97.1 ] 100.0 98.3 ] 100.0 98.8 | 100.0
Klebsiella aerogenes R RIREK 11 36 44 79 90 79 120 ( 107
Klebsiella oxytoca ABPC 7.0 9.2 3.8 11.2 10.5 6.2 12.9 9.1
Klebsiella oxytoca ABPC/SBT 65.1 73.8 75.0 82.8 82.5 77.3 83.6 72.3
Klebsiella oxytoca AMK 100.0 | 100.0 [ 100.0 | 100.0 | 100.0 | 100.0 | 100.0 | 100.0
Klebsiella oxytoca AMPC/CVA 85.0| 89.7| 75.0( 83.3| 895| 838| 786 | 7715
Klebsiella oxytoca AZT 90.9| 879 829 863 85.1| 87.4| 91.8]| 85.0
Klebsiella oxytoca CAZ 100.0 [ 993 993 995| 99.6| 99.5| 99.7| 99.6
Klebsiella oxytoca CEZ 39.4| 380 46.2| 49.4( 50.0| 486 | 47.3| 40.0
Klebsiella oxytoca CEZX 1 39.4 37.1 22.2 54.5 50.0 48.6 47.3 40.0
Klebsiella oxytoca CEZX 2 39.4 37.1 22.2 54.5 50.0 48.6 47.3 40.0
Klebsiella oxytoca CFPM 98.1| 99.3[ 993 986 99.0| 99.6| 99.7| 99.6
Klebsiella oxytoca CMmz 99.0 | 100.0( 88.0[ 100.0 ( 100.0 | 97.9| 99.3| 99.0
Klebsiella oxytoca CTRX 86.0| 88.0( 856 89.0 86.3| 90.3| 93.2| 859
Klebsiella oxytoca CTX 91.8| 86.2 100.0 [ 95.2| 96.7| 100.0| 95.1
Klebsiella oxytoca GM 97.1| 904 900 941 92.0| 97.1| 96.6| 985
Klebsiella oxytoca IPM/CS 99.0 | 100.0 [ 100.0 [ 100.0 [ 99.7| 99.6| 100.0 | 99.6
Klebsiella oxytoca LVFX 90.4| 85.6( 86.4[ 90.8| 886 90.8| 94.9]| 955
Klebsiella oxytoca MEPM 99.0 | 100.0( 99.3 [ 100.0 ( 100.0 | 99.6 | 100.0 | 100.0
Klebsiella oxytoca PIPC 713 643]| 594 716 66.1]| 740| 86.1| 727
Klebsiella oxytoca PIPC/TAZ 885 849| 836]| 876 837| 859 91.8]| 838
Klebsiella oxytoca SMZ/TMP 1000 988 96.7| 959| 984] 97.0| 97.3| 954

X OBREICOWVT: >90% A RE, 90~800FELE, 80~60h'F L Y. <60AKRETY, 2022F0h o, WREHRZ & OKRBEA 10KEDIHE.

INA] &FRRENET,




TYFNRAFT 7 L(%) : LigEERbSEES V-7 BINFERRE 3 3 3 3 5 5 5 5
BREXS : AR S EL HAREI(SE)| 2015 | 2016 | 2017 | 2018 | 2019 | 2020 | 2021 | 2022 | 2023 | 2024 | 2025 | 2026 | 2027 | 2028 | 2029 | 2030 | 2031
E A ; / § 3 0 0 i @
Klebsiella oxytoca FREE 104 | 148 140| 219 299| 231 295| 244
Klebsiella pneumoniae ABPC 2.6 5.5 2.4 7.5 10.7 8.9 12.0 6.4
Klebsiella pneumoniae ABPC/SBT 84.2 89.6 79.0 80.1 86.6 87.2 88.5 82.7
Klebsiella pneumoniae AMK 99.4| 100.0 [ 100.0 [ 99.6 99.7| 100.0| 99.8| 99.8
Klebsiella pneumoniae AMPC/CVA 97.3 98.3 95.1 94.2 94.6 98.6 95.3 95.6
Klebsiella pneumoniae AZT 95.2 96.4 95.2 99.4 98.1 95.2 95.4 93.1
Klebsiella pneumoniae CAZ 95.7 97.5 96.7 98.2 98.1 97.7 96.7 95.9
Klebsiella pneumoniae CEZ 75.0 84.2 76.8 74.1 85.2 86.3 84.2 76.9
Klebsiella pneumoniae CEZX 1 75.0 84.6 82.6 87.3 85.2 86.3 84.2 76.9
Klebsiella pneumoniae CEZX 2 75.0 84.6 82.6 87.3 85.2 86.3 84.2 76.9
Klebsiella pneumoniae CFPM 94.4 97.4 93.4 94.7 98.3 97.8 97.8 96.6
Klebsiella pneumoniae CMz 95.0 98.3 97.6 92.5 96.3 95.9 96.1 96.7
Klebsiella pneumoniae CTRX 89.6 93.8 89.4 90.0 94.3 90.4 92.7 93.2
Klebsiella pneumoniae CTX 88.1 91.1 93.4 90.9 93.0 94.6 87.4
Klebsiella pneumoniae GM 93.8 95.3 94.7 95.3 97.0 95.1 97.8 96.6
Klebsiella pneumoniae IPM/CS 99.4 | 100.0 ( 100.0 99.8 99.5 | 100.0 | 100.0 [ 100.0
Klebsiella pneumoniae LVFX 96.9 97.4 95.0 98.2 97.7 97.2 97.3 95.5
Klebsiella pneumoniae MEPM 100.0 | 100.0 [ 100.0 99.8 99.7 | 100.0 | 100.0 | 100.0
Klebsiella pneumoniae PIPC 75.0 76.0 77.0 753 76.3 78.0 86.8 79.0
Klebsiella pneumoniae PIPC/TAZ 99.4| 974 959 986 96.1| 975| 987| 9738
Klebsiella pneumoniae SMZ/TMP 100.0 92.4 92.4 92.5 92.1 89.0 90.0 89.8
Klebsiella pneumoniae R RIREK 161 277| 246| 495| 643 548 671| 583
Klebsiella pneumoniae (CTX or CTRX or CAZ R) ABPC 0.0 0.0 0.0 0.0 0.0 0.0 0.0
Klebsiella pneumoniae (CTX or CTRX or CAZ R) ABPC/SBT 20.0 20.0 14.8 35.3 35.5 29.0
Klebsiella pneumoniae (CTX or CTRX or CAZ R) AMK 94.7 | 100.0 | 100.0 | 100.0 96.0 | 100.0 | 100.0 | 100.0
Klebsiella pneumoniae (CTX or CTRX or CAZ R) AMPC/CVA 40.0 50.0 85.7 76.2 88.9
Klebsiella pneumoniae (CTX or CTRX or CAZ R) AZT 46.2 | 36.8| 94.7| 70.7| 588 385 29.8
Klebsiella pneumoniae (CTX or CTRX or CAZ R) CAZ 63.2 58.8 60.0 88.9 69.2 74.5 51.0 52.1
Klebsiella pneumoniae (CTX or CTRX or CAZ R) CEZ 5.3 0.0 10.0 6.3 8.3 3.4 0.0
Klebsiella pneumoniae (CTX or CTRX or CAZ R) CEZX 1 5.3 0.0 10.0 6.3 8.3 3.4 0.0
Klebsiella pneumoniae (CTX or CTRX or CAZ R) CEZX 2 5.3 0.0 10.0 6.3 8.3 3.4 0.0
Klebsiella pneumoniae (CTX or CTRX or CAZ R) CFPM 47.4 64.7 63.2 92.6 74.0 78.0 66.7 58.3
Klebsiella pneumoniae (CTX or CTRX or CAZ R) CMZz 89.5 80.0 60.0 74.1 88.2 87.1 93.3
Klebsiella pneumoniae (CTX or CTRX or CAZ R) CTRX 0.0 5.0 3.7 2.6 0.0 4.2 0.0
Klebsiella pneumoniae (CTX or CTRX or CAZ R) CTX 0.0 0.0 0.0 0.0
Klebsiella pneumoniae (CTX or CTRX or CAZ R) GM 42.1 29.4 31.6 29.6 60.5 63.0 80.9 75.0

X OBER

[Z2WT 1 >90% AR, 90~80M'ELE, 80~60H'F L I <60AKRETT, 2022F0h o ld, WREHZ & OHRBA 10K FEDIHZE.

INA] &FRRENET,




TYFNAFT T L(%) : ILiEEERSEE S V-7 SINHEREL 3 3 3 3 5 5 5 5
RHEES : RABRAR S EL HARI(%E)| 2015| 2016 | 2017 | 2018 | 2019 | 2020 | 2021 | 2022 2023 | 2024 | 2025 | 2026 | 2027 | 2028 | 2029 | 2030 | 2031
B Eg-1EA 51 71 512 513 514 515 516 7 518 519 5010 311 312 313 514 FU15 5116
Klebsiella pneumoniae (CTX or CTRX or CAZ R) IPM/CS 100.0 [ 100.0 | 100.0 96.3| 91.8 98.3 | 100.0 | 100.0
Klebsiella pneumoniae (CTX or CTRX or CAZ R) LVFX 78.9 76.5 70.0 74.1 82.0 79.7 82.4 73.9
Klebsiella pneumoniae (CTX or CTRX or CAZ R) MEPM 100.0 [ 100.0 | 100.0 96.3| 94.0 98.3| 98.0] 100.0
Klebsiella pneumoniae (CTX or CTRX or CAZ R) PIPC 5.3 12.5 10.0 3.7 10.0 6.8 2.0 0.0
Klebsiella pneumoniae (CTX or CTRX or CAZ R) PIPC/TAZ 94.7 70.6 75.0 88.9 79.5 85.2 83.0 76.5
Klebsiella pneumoniae (CTX or CTRX or CAZ R) SMZ/TMP 18.2 50.0 11.1 48.3 41.7 22.2 38.6
Klebsiella pneumoniae (CTX or CTRX or CAZ R) TSRS 19 17 20 28 50 60 51 48
Proteus mirabilis ABPC 53.3| 429 43.1 54.1 69.0 65.5 68.6 61.7
Proteus mirabilis ABPC/SBT 60.0 50.0 47.3 69.0 78.8 74.8 81.4 72.0
Proteus mirabilis AMK 95.6 98.0 | 100.0 97.9 | 100.0 | 100.0 { 99.3| 100.0
Proteus mirabilis AMPC/CVA 86.7 88.4| 985 98.5 97.6 95.5 99.1 | 100.0
Proteus mirabilis AZT 93.1 91.2 86.3 86.7 85.3 90.9 91.8
Proteus mirabilis CAZ 82.2 95.0 985 95.3 | 100.0 98.2 97.9 | 100.0
Proteus mirabilis CEZ 20.0 24.5 30.8 31.9 44.5 45.0 42.1 42.0
Proteus mirabilis CEZX 1 20.0 45.5 56.7 46.3 44.5 45.0 42.1 42.0
Proteus mirabilis CEZX 2 20.0 45.5 56.7 46.3 44.5 45.0 42.1 42.0
Proteus mirabilis CFPM 54.5 50.0 | 485 59.7| 80.2 76.5 81.1 67.1
Proteus mirabilis CMmZ 93.3 96.0 | 100.0 97.9 99.4 99.1| 100.0 | 100.0
Proteus mirabilis CTRX 53.3 48.5 46.2 58.8 79.1 74.8 80.0 68.8
Proteus mirabilis CTX 85.7 81.8 61.1 86.4 | 47.6
Proteus mirabilis GM 95.6 98.0 | 100.0 97.2 99.41 99.1 97.1 99.3
Proteus mirabilis IPM/CS 91.1 64.6 | 433 55.0 58.7 61.7 72.0 52.0
Proteus mirabilis LVFX 93.3 96.0 | 97.7 99.3 | 93.9 85.3 93.7 77.9
Proteus mirabilis MEPM 100.0 | 100.0 | 100.0 | 100.0 [ 100.0 | 100.0 | 100.0 [ 100.0
Proteus mirabilis PIPC 57.8| 45.9 4741 56.6 71.2 68.5 74.8 62.3
Proteus mirabilis PIPC/TAZ 100.0 | 100.0 | 100.0 | 100.0 [ 100.0 | 100.0 | 100.0 [ 100.0
Proteus mirabilis SMZ/TMP 100.0 | 92.0 95.1 90.7 91.9| 935 93.8
Proteus mirabilis X RIKRER 45 101 135 150 166 118 145 151
Proteus vulgaris ABPC 16.7 7.1 14.3 6.3 6.1 4.7
Proteus vulgaris ABPC/SBT 83.3 57.1 100.0 88.2 88.6 87.2
Proteus vulgaris AMK 100.0 | 100.0 100.0 | 100.0 96.8 | 100.0
Proteus vulgaris AMPC/CVA 100.0 78.6 90.9 97.1
Proteus vulgaris AZT 100.0 | 100.0
Proteus vulgaris CAZ 100.0 85.7 100.0 | 100.0 100.0 | 100.0
Proteus vulgaris CEZ 16.7 0.0 7.1 5.9 0.0 0.0
Proteus vulgaris CEZXx 1 16.7 10.0 5.9 0.0 0.0

X OBER

[Z2WT 1 >90% AR, 90~80M'ELE, 80~60H'F L I <60AKRETT, 2022F0h o ld, WREHZ & OHRBA 10K FEDIHZE.

INA] &FRRENET,




TYFNAFT T L(%) : ILiEEERSEE S V-7 SINHEREL 3 3 3 3 5 5 5 5
RHEES : RABRAR S EL HARI(%E)| 2015| 2016 | 2017 | 2018 | 2019 | 2020 | 2021 | 2022 2023 | 2024 | 2025 | 2026 | 2027 | 2028 | 2029 | 2030 | 2031
B Eg-1EA 51 71 512 513 514 515 516 7 518 519 5010 311 312 313 514 FU15 5116
Proteus vulgaris CEZX 2 16.7 10.0 5.9 0.0 0.0
Proteus vulgaris CFPM 100.0 71.4 100.0 | 94.1 100.0 [ 100.0
Proteus vulgaris CMmZ 100.0 92.9 100.0 | 100.0 97.1| 100.0
Proteus vulgaris CTRX 91.7 57.1 92.9 76.5 94.1 68.8
Proteus vulgaris CTX 91.7 90.9
Proteus vulgaris GM 100.0 | 100.0 100.0 | 100.0 100.0 [ 100.0
Proteus vulgaris IPM/CS 66.7 78.6 71.4 75.0 88.6 42.9
Proteus vulgaris LVFX 100.0 85.7 100.0 | 100.0 100.0 [ 100.0
Proteus vulgaris MEPM 100.0 | 100.0 100.0 | 100.0 100.0 [ 100.0
Proteus vulgaris PIPC 50.0 42.9 78.6 82.4 100.0 83.7
Proteus vulgaris PIPC/TAZ 100.0 | 100.0 100.0 | 100.0 100.0 | 100.0
Proteus vulgaris SMZ/TMP 94.4 1 91.9
Proteus vulgaris POETE S5 12 14 14 17 35 50
Pseudomonas aeruginosa ABPC/SBT

Pseudomonas aeruginosa AMK 98.3 99.3 99.0 98.7 99.0 99.1 98.8 99.8
Pseudomonas aeruginosa AZT 70.0 63.2 58.0 80.1 74.4 4.7 79.5 81.5
Pseudomonas aeruginosa CAZ 87.4 83.0 85.0 90.3 90.2 92.0 94.0 93.2
Pseudomonas aeruginosa CFPM 90.3 85.9 86.7 91.5 92.8 95.5 95.5 94.4
Pseudomonas aeruginosa GM 95.4 96.8 95.8 94.1 97.3 97.1 97.0 97.8
Pseudomonas aeruginosa IPM/CS 80.8 84.3 86.8 84.9 87.4 87.7 89.3 89.0
Pseudomonas aeruginosa LVFX 82.2 86.2 83.7 86.4 89.6 90.4 90.2 90.0
Pseudomonas aeruginosa MEPM 86.2 85.3 88.5 88.2 91.8 90.9 92.4 92.0
Pseudomonas aeruginosa MINO

Pseudomonas aeruginosa PIPC 76.7 76.8 79.0 85.1 86.9 88.2 90.2 91.9
Pseudomonas aeruginosa PIPC/TAZ 79.1 15,7 77.5 88.7 86.3 88.7 93.0 93.1
Pseudomonas aeruginosa SMZ/TMP

Pseudomonas aeruginosa T RIEEL 239 280 288 390 497 429 554 505
Serratia marcescens ABPC 0.0 3.1 0.0 2.4 6.4 3.0 11.3 2.3
Serratia marcescens ABPC/SBT 3.4 3.1 0.0 4.7 7.8 9.1 11.5 2.2
Serratia marcescens AMK 100.0 | 100.0 98.5] 100.0 [ 100.0 | 100.0 | 100.0 [ 100.0
Serratia marcescens AMPC/CVA 3.6 3.2 0.0 0.0 0.0 6.3 0.0 0.0
Serratia marcescens AZT 100.0 | 100.0 98.1 98.7 98.8 98.4 98.7 99.0
Serratia marcescens CAZ 85.7 96.8 9515 97.2 96.8 98.8 98.3 96.6
Serratia marcescens CEZ 3.4 0.0 0.0 0.0 0.0 0.0 1.9 0.0
Serratia marcescens CEzx 1 3.4 0.0 0.0 0.0 0.0 0.0 1.9 0.0
Serratia marcescens CEZx 2 3.4 0.0 0.0 0.0 0.0 0.0 1.9 0.0

X OBER

[Z2WT 1 >90% AR, 90~80M'ELE, 80~60H'F L I <60AKRETT, 2022F0h o ld, WREHZ & OHRBA 10K FEDIHZE.

INA] &FRRENET,




TYFNRAFT 7 L(%) : LigEERbSEES V-7 BINFERRE 3 3 3 3 5 5 5 5
BREXS : AR S EL HAREI(SE)| 2015 | 2016 | 2017 | 2018 | 2019 | 2020 | 2021 | 2022 | 2023 | 2024 | 2025 | 2026 | 2027 | 2028 | 2029 | 2030 | 2031
& EH#A 51 51 52 513 54 515 516 7 518 519 10 311 FJ12 013 F14 3015 516
Serratia marcescens CFPM 93.1 98.4 97.0 | 100.0 | 100.0 98.8 | 100.0 | 100.0
Serratia marcescens Cmz 78.6 78.1 50.0 85.7 78.8 90.9 96.3 84.4
Serratia marcescens CTRX 46.4 64.5 74.2 85.3 77.6 91.7 88.7 88.7
Serratia marcescens CTX 95.2 83.9 94.1 97.2 94.4
Serratia marcescens GM 100.0 | 100.0 98.5| 100.0 | 100.0 | 100.0 [ 100.0 | 100.0
Serratia marcescens IPM/CS 100.0 [ 100.0 | 100.0 99.1| 100.0 | 100.0 99.1 99.1
Serratia marcescens LVFX 75.9 74.2 86.4 94.5 85.7 95.2 94.8 92.3
Serratia marcescens MEPM 100.0 [ 100.0 | 100.0 | 100.0 ( 100.0 | 100.0 | 100.0 99.2
Serratia marcescens PIPC 42.9 62.3 74.2 86.4 78.4 91.8 92.2 88.9
Serratia marcescens PIPC/TAZ 55.2 70.0 81.8 91.7 83.2 95.2 93.9 91.4
Serratia marcescens SMZ/TMP 100.0 [ 100.0 | 100.0 | 100.0 98.9 96.9 97.41 100.0
Serratia marcescens TR 29 63 66| 110| 126 85| 116| 119
Staphylococcus aureus (MRSA) AMPC/CVA

Staphylococcus aureus (MRSA) CEZz

Staphylococcus aureus (MRSA) CLDM 33.3 36.8 41.2 46.4 52.8 51.8 61.5 61.9
Staphylococcus aureus (MRSA) EM 9.1 10.0 7.6 10.0 13.9 10.8 13.7 12.8
Staphylococcus aureus (MRSA) IPM/CS

Staphylococcus aureus (MRSA) LVFX 8.7 8.4 8.3 7.7 9.5 4.6 6.9 10.5
Staphylococcus aureus (MRSA) LZD 100.0 99.6 99.4 | 100.0 | 100.0 | 100.0 | 100.0 | 100.0
Staphylococcus aureus (MRSA) MINO 32.5 44.0 53.2 59.0 65.7 66.5 72.7 74.3
Staphylococcus aureus (MRSA) MPIPC

Staphylococcus aureus (MRSA) PCG

Staphylococcus aureus (MRSA) SMZ/TMP 100.0 [ 99.0 100.0 | 100.0 | 98.2] 99.6| 99.3| 99.6
Staphylococcus aureus (MRSA) TEIC 100.0 | 100.0 [ 100.0 | 100.0 | 100.0 | 100.0 | 100.0 | 100.0
Staphylococcus aureus (MRSA) VCM 100.0 [ 100.0 [ 99.6 | 100.0 | 100.0 | 100.0 | 100.0 | 100.0
Staphylococcus aureus (MRSA) POETE S 268 313 263 402 581 487 538 488
Staphylococcus aureus (MSSA) AMPC/CVA | 100.0 | 100.0 | 100.0 | 100.0 [ 100.0 | 100.0 | 100.0 | 100.0
Staphylococcus aureus (MSSA) CEZ 100.0 [ 100.0 [ 100.0 | 99.9| 100.0 | 99.9| 100.0 | 100.0
Staphylococcus aureus (MSSA) CLDM 97.1 97.3( 974 96.4( 978 97.8| 98.0| 983
Staphylococcus aureus (MSSA) EM 739 73.9| 757] 735| 733 81.1| 765| 77.8
Staphylococcus aureus (MSSA) IPM/CS 100.0 { 100.0 [ 100.0 | 100.0 | 100.0 | 100.0 | 100.0 | 100.0
Staphylococcus aureus (MSSA) LVFX 85.4| 875 869 84.0| 859| 839| 845| 813
Staphylococcus aureus (MSSA) LZD

Staphylococcus aureus (MSSA) MINO 97.9| 99.2( 993 99.0( 996 989| 989]| 995
Staphylococcus aureus (MSSA) MPIPC

Staphylococcus aureus (MSSA) PCG 441 449 474 472 515| 527| 528| b54.6

X OBER

[ZDWT : >90% Ak, 90~80H'FE LB, 80~60A AL > I B, <60MKRETT,

2022F o lE, NWRERZ & DHRBD L0FREDIHE.

INA] &FRRENET,




TYFNRAFT 7 L(%) : LigEERbSEES V-7 BINFERRE 3 3 3 3 5 5 5 5
BREXS : AR S EL HAREI(SE)| 2015 | 2016 | 2017 | 2018 | 2019 | 2020 | 2021 | 2022 | 2023 | 2024 | 2025 | 2026 | 2027 | 2028 | 2029 | 2030 | 2031
& EH#A 51 51 52 513 54 515 516 7 518 519 10 311 FJ12 013 F14 3015 516
Staphylococcus aureus (MSSA) SMZ/TMP 100.0 [ 100.0 99.5 99.2 99.4 99.6 99.7 99.1
Staphylococcus aureus (MSSA) TEIC

Staphylococcus aureus (MSSA) VCM

Staphylococcus aureus (MSSA) TSRS 379 | 542| 463| 1013 | 1447 | 1086 | 1237 | 1093
Staphylococcus aureus (£7T) AMPC/CVA 65.6 71.8 73.7 77.1 74.9 76.7 79.0 79.0
Staphylococcus aureus (£7T) CEZ 66.2 72.5 75.7 83.2 88.4 86.8 88.1 87.3
Staphylococcus aureus (£7T) CLDM 75.5 78.5 80.6 83.3 83.8 80.0 84.9 84.6
Staphylococcus aureus (£7T) EM 48.6 51.0 52.4 56.6 58.1 61.3 58.6 57.8
Staphylococcus aureus (£7T) IPM/CS 68.9 78.7 82.9 88.5 88.8 87.5 89.8 89.7
Staphylococcus aureus (£7T) LVFX 54.0 57.5 59.2 64.1 67.4 63.1 66.7 65.6
Staphylococcus aureus (£7T) LZD 100.0 99.8 99.8 1 100.0 | 100.0 | 100.0 | 100.0 | 100.0
Staphylococcus aureus (£7T) MINO 72.0 78.9 83.4 87.9 90.5 89.1 91.1 92.0
Staphylococcus aureus (£7T) MPIPC

Staphylococcus aureus (£7T) PCG 28.6 30.5 31.1 345 39.6 41.6 40.9 41.8
Staphylococcus aureus (£7T) SMZ/TMP 100.0 99.6 99.6 99.4 98.8 99.6 99.8 99.3
Staphylococcus aureus (£7T) TEIC 100.0 { 100.0 | 100.0 | 100.0 { 100.0 | 100.0 | 100.0 | 100.0
Staphylococcus aureus (£7T) VCM 100.0 | 100.0 99.7 1 100.0 | 100.0 | 100.0 | 100.0 | 100.0
Staphylococcus aureus (£7T) T REE 621 822 697 | 1366 | 1966 | 1531 | 1725 1525
Stenotrophomonas maltophilia ABPC/SBT

Stenotrophomonas maltophilia AMK

Stenotrophomonas maltophilia AZT

Stenotrophomonas maltophilia CAZ 533 35.7 52.0 33.3 56.3 56.8 33.3
Stenotrophomonas maltophilia CFPM

Stenotrophomonas maltophilia GM

Stenotrophomonas maltophilia IPM/CS

Stenotrophomonas maltophilia LVFX 96.7 78.6 88.0 90.9 96.4 86.5 94.4
Stenotrophomonas maltophilia MEPM

Stenotrophomonas maltophilia MINO 100.0 92.9 96.0 97.0 92.9 94.6 | 100.0
Stenotrophomonas maltophilia PIPC

Stenotrophomonas maltophilia PIPC/TAZ

Stenotrophomonas maltophilia SMZ/TMP 100.0 91.7
Stenotrophomonas maltophilia XHERVEEL 30 14 25 33 28 37 18
Streptococcus agalactiae ABPC 100.0 99.2 | 100.0 | 100.0 99.3 | 100.0| 100.0 | 100.0
Streptococcus agalactiae CLDM 79.2 82.8 95.5 85.1 77.5 83.2 83.1 84.2
Streptococcus agalactiae CTRX 1000 985 99.4| 989]| 99.4] 100.0| 100.0 | 100.0
Streptococcus agalactiae CTX 100.0 [ 96.3 | 100.0| 99.6| 99.1| 100.0| 100.0 | 100.0

X OBREICOWVT: >90% A RE, 90~800FELE, 80~60h'F L Y. <60AKRETY, 2022F0h o, WREHRZ & OKRBEA 10KEDIHE.

INA] &FRRENET,




FYFNRAFT T L(%) : dLBEEREESEEI V-7 SINHERE 3 3 3 3 5 5 5 5
RHEES : RABRAR S EL HARI(%E)| 2015| 2016 | 2017 | 2018 | 2019 | 2020 | 2021 | 2022 2023 | 2024 | 2025 | 2026 | 2027 | 2028 | 2029 | 2030 | 2031
B Eg-1EA 51 71 512 513 514 515 516 7 518 519 5010 311 312 313 514 FU15 5116
Streptococcus agalactiae EM 65.1 77.8 84.4 67.6 63.3 70.0 67.3 73.2
Streptococcus agalactiae LVFX 69.9 76.2 66.7 69.9 71.4 66.3 71.5 66.4
Streptococcus agalactiae MEPM

Streptococcus agalactiae PCG 98.9 96.2 95.6 97.2 97.1 96.0 96.7 95.3
Streptococcus agalactiae VCM

Streptococcus agalactiae TSRS 95| 135 162 360| 433| 324| 479 375
Streptococcus pneumoniae (BE/RIGHE) ABPC

Streptococcus pneumoniae (BE/RIGHE) CLDM

Streptococcus pneumoniae (BE/RIGHE) CTRX

Streptococcus pneumoniae (BE/RIGHE) CTX

Streptococcus pneumoniae (BERIGHE) EM

Streptococcus pneumoniae (BERIGHE) LVFX

Streptococcus pneumoniae (BETRIGHE) MEPM

Streptococcus pneumoniae (BERIGHE) PCG

Streptococcus pneumoniae (BETRIGHE) VCM

Streptococcus pneumoniae (BERARHS) POETE S5 0
Streptococcus pneumoniae (BERIGHEIA) ABPC

Streptococcus pneumoniae (BERIRALIAL) CLDM 28.9 37.9 28.8 479 50.2 74.5 49.5 64.7
Streptococcus pneumoniae (BERIRALIAL) CTRX 97.9 99.4 99.3 98.9 98.4 | 100.0 99.2 97.7
Streptococcus pneumoniae (BERIEALISL) CTX 95.8 | 100.0 | 100.0| 100.0| 99.4| 97.8| 98.9 | 100.0
Streptococcus pneumoniae (BERIEALISL) EM 00| 25.0| 333]| 157| 17.0| 30.8| 18.0| 27.3
Streptococcus pneumoniae (BERIRALISN) LVFX 96.8| 98.7| 97.2| 985 98.0| 95.8| 984| 977
Streptococcus pneumoniae (BERIRIELIA) MEPM 99.0| 98.7| 100.0| 945 935 91.2( 943 909
Streptococcus pneumoniae (BERIRALIAN) PCG 98.9 | 100.0 | 100.0 | 100.0 [ 100.0 | 98.9| 99.2| 100.0
Streptococcus pneumoniae (BERIRALISN) VCM 100.0 [ 100.0 | 100.0 | 100.0 [ 100.0 | 100.0 | 100.0 [ 100.0
Streptococcus pneumoniae (BERIGHEIAL) POETE S 96 | 161 145 283| 267 93 123 44
Streptococcus pyogenes ABPC 100.0 [ 100.0 100.0 [ 100.0 | 100.0 | 100.0 | 100.0
Streptococcus pyogenes CLDM 100.0 90.0 81.4 76.9

Streptococcus pyogenes CTRX 100.0 [ 100.0 100.0 98.1 | 100.0 | 100.0 | 100.0
Streptococcus pyogenes CTX 100.0 100.0 [ 100.0 | 100.0 | 100.0 | 100.0
Streptococcus pyogenes EM 84.6 80.0 44.2 64.3 68.8
Streptococcus pyogenes LVFX 100.0 [ 100.0 96.9 94.4 1 100.0 73.3 91.3
Streptococcus pyogenes MEPM

Streptococcus pyogenes PCG 100.0 | 100.0 100.0 | 100.0 | 100.0 ( 100.0 | 100.0
Streptococcus pyogenes VCM

Streptococcus pyogenes XHEREEL 21 12 65 66 28 15 23

X OBER

[Z2WT 1 >90% AR, 90~80M'ELE, 80~60H'F L I <60AKRETT, 2022F0h o ld, WREHZ & OHRBA 10K FEDIHZE.

INA] &FRRENET,




