TYFNAFT T L(%) : ILiEEERSEE S V-7 SINHEREL 3 3 3 3 5 5 5 5
RHEES RSt HARI(%E)| 2015| 2016 | 2017 | 2018 | 2019 | 2020 | 2021 | 2022 2023 | 2024 | 2025 | 2026 | 2027 | 2028 | 2029 | 2030 | 2031
B EH#A 5 51 512 513 514 515 516 7 518 519 5010 311 312 313 514 FU15 5116
Acinetobacter baumannii ABPC/SBT 100.0 | 100.0 97.0 | 100.0 [ 100.0 | 100.0
Acinetobacter baumannii AMK 100.0 | 100.0 94.3 | 100.0 [ 100.0 | 100.0
Acinetobacter baumannii AZT

Acinetobacter baumannii CAZ 76.9 | 100.0 91.7 | 100.0 96.2 0585
Acinetobacter baumannii CFPM 83.3 | 100.0 91.4 97.7 96.2 95.2
Acinetobacter baumannii GM 91.7 | 100.0 80.6 97.6 96.2 77.3
Acinetobacter baumannii IPM/CS 100.0 | 100.0 97.2 | 100.0 [ 100.0 | 100.0
Acinetobacter baumannii LVFX 92.3 | 100.0 94.3 97.7 |1 100.0 0585
Acinetobacter baumannii MEPM 100.0 | 100.0 94.3 | 100.0 [ 100.0 | 100.0
Acinetobacter baumannii MINO 100.0 | 100.0 [ 100.0 | 100.0 | 100.0 { 100.0
Acinetobacter baumannii PIPC 2.7 72.7 66.7 87.8 84.6 81.8
Acinetobacter baumannii PIPC/TAZ 75.0 90.0 91.2 | 100.0 [ 100.0 | 100.0
Acinetobacter baumannii SMZ/TMP 100.0

Acinetobacter baumannii R RIREK 13 12 36 43 26 22 3
Acinetobacter spp. (baumanniiz & %) ABPC/SBT 100.0 | 100.0 97.9 96.4 1 100.0 97.3 1 100.0
Acinetobacter spp. (baumanniiz & %) AMK 100.0 | 100.0 95.9 98.3 | 100.0 | 100.0 | 100.0
Acinetobacter spp. (baumanniiz & %) AZT

Acinetobacter spp. (baumanniiz & %) CAZ 81.3 | 100.0 94.0 96.1 93.5 95.1 87.5
Acinetobacter spp. (baumanniiz & %) CFPM 86.7 | 100.0 93.9 96.6 97.0 97.6 | 100.0
Acinetobacter spp. (baumanniiz & %) GM 93.3| 100.0| 86.0| 96.0| 96.6| 85.7| 100.0
Acinetobacter spp. (baumanniiz & %) IPM/CS 100.0 | 100.0 98.0 | 100.0 | 100.0 { 100.0 | 100.0
Acinetobacter spp. (baumanniiz&& %) LVFX 93.8 | 100.0 [ 91.8( 94.9| 100.0| 95.1| 100.0
Acinetobacter spp. (baumanniiz &% %) MEPM 100.0 | 100.0 95.9 | 100.0 | 100.0 { 100.0 | 100.0
Acinetobacter spp. (baumanniiz & %) MINO 100.0 | 100.0 98.0 | 100.0 | 100.0 [ 97.6 | 100.0
Acinetobacter spp. (baumanniiz & %) PIPC 78.6 76.9 76.0 | 87.7 72.7 78.0 86.4
Acinetobacter spp. (baumanniiz&& %) PIPC/TAZ 80.0 91.7( 93.8( 100.0| 100.0 | 100.0 | 100.0
Acinetobacter spp. (baumanniiz & %) SMZ/TMP 100.0 | 100.0 88.9 94.7 1 100.0
Acinetobacter spp. (baumanniiz&& %) ITEREE 16 14 50 59 33 42 24
Citrobacter freundii ABPC 143 295 143 32.0 53.8
Citrobacter freundii ABPC/SBT 60.7 84.1 76.2 69.2 91.7
Citrobacter freundii AMK 100.0 100.0 | 100.0 | 100.0 ( 100.0 | 100.0
Citrobacter freundii AMPC/CVA 36.4
Citrobacter freundii AZT 78.6 95.0
Citrobacter freundii CAZ 100.0 74.3 94.2 95.7| 89.2 95.5
Citrobacter freundii CEZ 143 27.3 0.0 34.6 23.1
Citrobacter freundii CEzx 1 12.5 27.3 0.0] 34.6 23.1
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TYFNRAFT 7 L(%) : LigEERbSEES V-7 BINFERRE 3 3 3 3 5 5 5 5
BREXS : R HAREI(SE)| 2015 | 2016 | 2017 | 2018 | 2019 | 2020 | 2021 | 2022 | 2023 | 2024 | 2025 | 2026 | 2027 | 2028 | 2029 | 2030 | 2031
& B3k 5 71 52 513 54 515 516 7 518 519 10 311 FJ12 013 F14 3015 516
Citrobacter freundii CEZx 2 12.5 27.3 0.0 34.6 23.1
Citrobacter freundii CFPM 100.0 [ 98.1| 100.0 | 100.0 | 100.0
Citrobacter freundii Cmz 50.0 47.7 28.6 61.5 53.8
Citrobacter freundii CTRX 100.0 68.6 94.2 90.9 89.2 95.5
Citrobacter freundii CTX 63.6 91.7 | 100.0 95.0
Citrobacter freundii GM 100.0 97.1 92.3 | 100.0 97.3 | 100.0
Citrobacter freundii IPM/CS 100.0 100.0 [ 100.0 | 100.0 | 100.0 | 100.0
Citrobacter freundii LVFX 90.0 82.9 90.4 95.7 89.2 | 100.0
Citrobacter freundii MEPM 100.0 100.0 [ 100.0 | 100.0 | 100.0 | 100.0
Citrobacter freundii PIPC 100.0 71.4 86.5 95.7 78.4 95.5
Citrobacter freundii PIPC/TAZ 100.0 85.7 96.2| 95.7( 97.3| 100.0
Citrobacter freundii SMZ/TMP 91.7 88.2| 95.0
Citrobacter freundii TR 10 35 52 23 37 22
Citrobacter koseri ABPC

Citrobacter koseri ABPC/SBT 75.0 83.3

Citrobacter koseri AMK 100.0 [ 100.0 | 100.0 100.0 [ 100.0 | 100.0
Citrobacter koseri AMPC/CVA 875 833

Citrobacter koseri AZT 100.0 90.9 | 100.0
Citrobacter koseri CAZ 100.0 | 100.0 [ 100.0 100.0 91.7 | 100.0
Citrobacter koseri CEZ 75.0| 83.3

Citrobacter koseri CEzx1

Citrobacter koseri CEZx 2

Citrobacter koseri CFPM 100.0 [ 100.0 | 100.0 100.0 [ 100.0 | 100.0
Citrobacter koseri Cmz 87,5 83.3

Citrobacter koseri CTRX 92.3 | 93.8| 100.0 100.0 [ 91.7 | 100.0
Citrobacter koseri CTX

Citrobacter koseri GM 92.3 | 100.0 [ 100.0 100.0 [ 100.0 | 100.0
Citrobacter koseri IPM/CS 100.0 [ 100.0 | 100.0 100.0 [ 100.0 | 100.0
Citrobacter koseri LVFX 100.0 [ 100.0 | 100.0 100.0 [ 100.0 | 100.0
Citrobacter koseri MEPM 100.0 [ 100.0 | 100.0 100.0 [ 100.0 | 100.0
Citrobacter koseri PIPC 385 56.3| 50.0 53.8 | 583 | 60.0
Citrobacter koseri PIPC/TAZ 92.3 | 100.0 [ 100.0 100.0 | 91.7 | 100.0
Citrobacter koseri SMZ/TMP 100.0 100.0 [ 100.0 | 100.0
Citrobacter koseri X RIRER 13 16 10 13 12 15
CNS (S. epidermidis® &8 %) AMPC/CVA

CNS (S. epidermidis® &8 %) CEZ

X OBER
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TYFNRAFT 7 L(%) : LigEERbSEES V-7 BINFERRE 3 3 3 3 5 5 5 5
BREXS : R HAREI(SE)| 2015 | 2016 | 2017 | 2018 | 2019 | 2020 | 2021 | 2022 | 2023 | 2024 | 2025 | 2026 | 2027 | 2028 | 2029 | 2030 | 2031
& B3k 5 71 52 513 54 515 516 7 518 519 10 311 FJ12 013 F14 3015 516
CNS (S. epidermidisz & %) CLDM 90.9| 85.6| 86.3| 838 86.8| 89.7| 84.4] 884
CNS (S. epidermidisz & %) EM 516 56.4| 533| 51.3| 545 60.8| 59.8| 575
CNS (S. epidermidis® &8 %) IPM/CS

CNS (S. epidermidisz= &% %) LVFX 46.9| 529 484 548 556 524 | 548| 527
CNS (S. epidermidisz= &% %) LzD 100.0 | 100.0 [ 100.0 | 100.0 | 100.0 | 100.0 | 100.0 | 100.0
CNS (S. epidermidisz= &% %) MINO 98.4| 933 929 96.8| 94.7| 96.0| 97.3| 96.1
CNS (S. epidermidisz= &% %) MPIPC 56.1  b4.5| 488 47.3| 489 46.0| 495 50.7
CNS (S. epidermidisz= &% %) PCG 29.2| 37.7| 298| 273 249| 231| 347| 29.1
CNS (S. epidermidisz= &% %) SMZ/TMP 90.0( 909 875 90.9| 85.7| 944| 87.7( 96.1
CNS (S. epidermidisz= &% %) TEIC 1000 97.4( 97.0| 97.8| 99.8| 100.0| 100.0 | 99.7
CNS (S. epidermidisz&® %) VCM 100.0 | 100.0 { 100.0 | 100.0 | 100.0 | 100.0 | 100.0 [ 100.0
CNS (S. epidermidisz= &% %) TR 68 158 171 560 540 414 572 355
Enterobacter cloacae ABPC 10.0 20.0 11.3 17.1 9.5 10.0
Enterobacter cloacae ABPC/SBT 40.0 40.0 43.5 37.1 47.6 20.0
Enterobacter cloacae AMK 100.0 98.2 | 100.0 [ 100.0 | 100.0
Enterobacter cloacae AMPC/CVA 20.0

Enterobacter cloacae AZT

Enterobacter cloacae CAZ 70.0 81.8 91.9 97.1 88.1 90.0
Enterobacter cloacae CEZ 20.0 10.9 8.1 11.4 4.8 0.0
Enterobacter cloacae CEzx1 20.0 11.8 8.1 11.4 4.8 0.0
Enterobacter cloacae CEZx 2 20.0 11.8 8.1 11.4 4.8 0.0
Enterobacter cloacae CFPM 100.0 100.0 [ 100.0 | 100.0 | 100.0 | 100.0
Enterobacter cloacae Cmz 20.0 16.4 17.7 17.1 11.9 10.0
Enterobacter cloacae CTRX 70.0 782 90.3| 97.1( 90,5 90.0
Enterobacter cloacae CTX 765 91.8] 939 87.2
Enterobacter cloacae GM 100.0 98.2 ( 100.0 [ 100.0 [ 100.0 | 100.0
Enterobacter cloacae IPM/CS 100.0 100.0 [ 100.0 | 100.0 | 100.0 | 100.0
Enterobacter cloacae LVFX 100.0 98.2 95.2 | 100.0 95.2 | 100.0
Enterobacter cloacae MEPM 100.0 100.0 | 100.0 | 100.0 ( 100.0 | 100.0
Enterobacter cloacae PIPC 70.0 87.3| 952] 97.1( 90,5 90.0
Enterobacter cloacae PIPC/TAZ 90.0 90.9| 95.2] 100.0f 97.6| 90.0
Enterobacter cloacae SMZ/TMP

Enterobacter cloacae FRUEE 10 55 62 35 42 10
Enterococcus faecalis ABPC 100.0 { 100.0 [ 100.0 | 100.0 | 100.0 | 100.0| 98.4| 97.5
Enterococcus faecalis EM 7.9 7.5 10.8 16.5 1741 17.7 15.6 15.5
Enterococcus faecalis LVFX 89.5 85.1 92.9 93.0 90.5 90.0 94.8 92.3
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TYFNAFT T L(%) : ILiEEERSEE S V-7 SINHEREL 3 3 3 3 5 5 5 5
RHEES RSt HARI(%E)| 2015| 2016 | 2017 | 2018 | 2019 | 2020 | 2021 | 2022 2023 | 2024 | 2025 | 2026 | 2027 | 2028 | 2029 | 2030 | 2031
B EH#A 5 51 512 513 514 515 516 7 518 519 5010 311 312 313 514 FU15 5116
Enterococcus faecalis LZD 100.0 | 100.0 | 100.0 | 100.0 [ 100.0 | 100.0 | 100.0 [ 100.0
Enterococcus faecalis MINO 31.2 20.0 21.4 30.9 34.9 29.5 32.7 29.0
Enterococcus faecalis PCG 100.0 | 100.0 | 100.0 | 100.0 [ 100.0 | 100.0 | 100.0 [ 100.0
Enterococcus faecalis TEIC 100.0 [ 100.0 | 100.0 | 100.0 [ 100.0 | 100.0 | 100.0 [ 100.0
Enterococcus faecalis VCM 100.0 | 100.0 ( 100.0 99.6 | 100.0 { 100.0 | 100.0 | 100.0
Enterococcus faecalis FRIREX 77 96 85| 251| 366 313| 364| 278
Enterococcus faecium ABPC 33.3 28.6 25.0 57.1 30.4 41.2 28.6
Enterococcus faecium EM 5.6 0.0 9.3 16.0 14.6 5.4 519
Enterococcus faecium LVFX 27.8 9.1 15.4 34.7 25.6 26.3 14.3
Enterococcus faecium LzD 100.0 | 100.0 [ 100.0 | 100.0 | 100.0 { 100.0 97.5
Enterococcus faecium MINO 42.1 55.6 65.4 64.9 68.0 61.9 52.4
Enterococcus faecium PCG 25.0 28.6 25.0 57.1 33.3 45.5
Enterococcus faecium TEIC 100.0 | 100.0 [ 100.0 | 100.0 | 100.0 [ 100.0 | 100.0
Enterococcus faecium VCM 94.4| 100.0 { 100.0 | 100.0 | 100.0 ( 100.0 | 100.0
Enterococcus faecium R RIREK 19 12 55 58 53 64 43
Escherichia coli ABPC 67.0 61.3 69.3 68.6 68.9 65.7 69.2 61.3
Escherichia coli ABPC/SBT 83.4 | 724 75.9 84.5 81.5 78.4| 80.7 76.3
Escherichia coli AMK 99.3 | 100.0 | 99.7 99.9 | 100.0 99.5 99.9 99.9
Escherichia coli AMPC/CVA 95.5 86.8 | 89.1 92.7 96.2 89.5 92.5 90.2
Escherichia coli AZT 73.9 85.6 | 88.8 89.8| 91.9 87.5 87.6 87.1
Escherichia coli CAZ 94.9 924 9441 939 9441 90.7| 924 | 89.6
Escherichia coli CEZ 71.0 65.5 67.9 74.4 75.1 71.0 76.3 66.9
Escherichia coli CEZX 1 71.0 66.1 54.5 76.7 75.1 71.0 76.3 66.9
Escherichia coli CEZX 2 71.0 66.1 54.5 76.7 75.1 71.0 76.3 66.9
Escherichia coli CFPM 95.2 92.1 92.7 95.9 95.2 92.9| 938 92.6
Escherichia coli Cmz 98.3 98.4 99.3 99.1 99.2 99.1 99.6 98.9
Escherichia coli CTRX 92.5 84.7 82.7 84.1 82.6 80.6 | 824 ]| 826
Escherichia coli CTX 86.7 87.3 86.3 86.7 83.5 88.0 80.7
Escherichia coli GM 92.5 93.5 94.1 96.1 93.9 934 933 90.4
Escherichia coli IPM/CS 100.0 99.7 | 100.0 | 100.0 | 100.0 [ 100.0 | 100.0 | 100.0
Escherichia coli LVFX 75.1 71.1 73.3 T1.7 73.9 73.0 71.2 64.1
Escherichia coli MEPM 99.7 | 100.0 | 100.0 | 100.0 ( 100.0 | 100.0 | 100.0 | 100.0
Escherichia coli PIPC 71.0 66.4 67.1 T74.7 73.5 69.9 72.2 66.4
Escherichia coli PIPC/TAZ 100.0 98.0| 98.2 98.6 | 99.1 99.4 995 98.6
Escherichia coli SMZ/TMP 66.7 81.3 79.9 85.7 86.6 85.5 84.9 84.2
Escherichia coli ITERREL 294 344 286 776 | 1180 968 | 1098 847
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TYFNRAFT 7 L(%) : LigEERbSEES V-7 BINFERRE 3 3 3 3 5 5 5 5
BREXS : R HAREI(SE)| 2015 | 2016 | 2017 | 2018 | 2019 | 2020 | 2021 | 2022 | 2023 | 2024 | 2025 | 2026 | 2027 | 2028 | 2029 | 2030 | 2031
& B3k 5 71 52 513 54 515 516 7 518 519 10 311 FJ12 013 F14 3015 516
Escherichia coli (CTX or CTRX or CAZ R) ABPC 3.7 0.0 0.0 1.3 0.0 0.0 1.0 0.0
Escherichia coli (CTX or CTRX or CAZ R) ABPC/SBT 583 222 278| 605| 458]| 36.1| 30.8| 409
Escherichia coli (CTX or CTRX or CAZ R) AMK 96.6 | 100.0( 979 99.2( 100.0| 982| 99.4| 993
Escherichia coli (CTX or CTRX or CAZ R) AMPC/CVA 81.8| 76.9| 833 920 958 839| 884] 939
Escherichia coli (CTX or CTRX or CAZ R) AZT 28.6 485 525 447 240| 29.9| 3138
Escherichia coli (CTX or CTRX or CAZ R) CAZ 51.7 519 66.7| 643| 67.6| 53.0| 526 432
Escherichia coli (CTX or CTRX or CAZ R) CEZ 0.0 0.0 0.0 0.0 1.1 0.0 1.0 0.0
Escherichia coli (CTX or CTRX or CAZ R) CEZx 1 0.0 0.0 0.0 0.0 1.1 0.0 1.0 0.0
Escherichia coli (CTX or CTRX or CAZ R) CEZX 2 0.0 0.0 0.0 0.0 1.1 0.0 1.0 0.0
Escherichia coli (CTX or CTRX or CAZ R) CFPM 51.7 46.2| 583 746| 682| 59.5| 610 594
Escherichia coli (CTX or CTRX or CAZ R) CMZ 89.7 97.1 | 100.0 97.3 97.5 98.4 | 100.0 97.8
Escherichia coli (CTX or CTRX or CAZ R) CTRX 0.0 0.0 0.0 0.0 0.0 0.0 0.7 0.0
Escherichia coli (CTX or CTRX or CAZ R) CTX 0.0 0.0 1.0 0.0 0.0 0.0
Escherichia coli (CTX or CTRX or CAZ R) GM 79.3 80.4 83.3 87.2 76.8 77.1 74.5 76.9
Escherichia coli (CTX or CTRX or CAZ R) IPM/CS 100.0 | 98.0( 100.0 | 100.0 | 100.0 | 100.0 | 100.0 | 100.0
Escherichia coli (CTX or CTRX or CAZ R) LVFX 17.9 15.7 10.4 15.9 12.5 15.4 12.9 5.8
Escherichia coli (CTX or CTRX or CAZ R) MEPM 96.6 | 100.0 [ 100.0 [ 100.0 { 100.0 | 100.0 | 100.0 | 100.0
Escherichia coli (CTX or CTRX or CAZ R) PIPC 7.1 0.0 0.0 0.8 0.6 0.6 0.0 0.0
Escherichia coli (CTX or CTRX or CAZ R) PIPC/TAZ 100.0 92.3 95.8 96.0 96.0 97.0 97.1 96.2
Escherichia coli (CTX or CTRX or CAZ R) SMZ/TMP 583 57.6([ 574 535| 549| 56.6| 57.4
Escherichia coli (CTX or CTRX or CAZ R) TR 29 52 48 126 176 169 173 156
Haemophilus influenzae ABPC 35.6 31.9 45.7 35.8 28.1 51.8 255 21.4
Haemophilus influenzae ABPC/SBT 57.4 58.1 75.3 69.0 63.3 67.9 63.5 85.7
Haemophilus influenzae AMPC/CVA 65.8 71.3 80.8 78.2 74.3 86.1 85.7 95.5
Haemophilus influenzae CAM 80.8 94.6 88.6 79.0 94.8 90.0 82.0 69.2
Haemophilus influenzae CTRX 100.0 [ 99.0( 100.0 | 100.0 | 99.6 | 100.0 | 100.0 | 100.0
Haemophilus influenzae CTX 100.0 98.2 98.7 | 100.0 | 100.0
Haemophilus influenzae LVFX 100.0 [ 100.0 [ 100.0 | 100.0 | 99.1| 100.0| 96.2| 96.7
Haemophilus influenzae MEPM 97.2| 96.8| 100.0 [ 100.0 ( 99.1| 100.0 | 100.0 | 100.0
Haemophilus influenzae TC

Haemophilus influenzae ITERIREL 73| 100 76 | 262 | 233 60 54 30
Klebsiella aerogenes ABPC 0.0 3.4 4.5 6.5 4.3
Klebsiella aerogenes ABPC/SBT 46.2 37.9 30.4 30.0 36.0
Klebsiella aerogenes AMK 100.0 [ 100.0 | 100.0 | 100.0 | 100.0 | 100.0 | 100.0
Klebsiella aerogenes AMPC/CVA 0.0 11.8 0.0
Klebsiella aerogenes AZT 91.7 90.0 100.0 | 100.0 87.0 95.8
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TYFNAFT T L(%) : ILiEEERSEE S V-7 SINHEREL 3 3 3 3 5 5 5 5
RHEES RSt HARI(%E)| 2015| 2016 | 2017 | 2018 | 2019 | 2020 | 2021 | 2022 2023 | 2024 | 2025 | 2026 | 2027 | 2028 | 2029 | 2030 | 2031
B EH#A 5 51 512 513 514 515 516 7 518 519 5010 311 312 313 514 FU15 5116
Klebsiella aerogenes CAZ 92.3 91.7 90.0 97.1 89.3 85.7 88.0
Klebsiella aerogenes CEZ 20.0 10.3 9.1 10.0 4.0
Klebsiella aerogenes CEZX 1 20.0 10.3 9.1 10.0 4.0
Klebsiella aerogenes CEZX 2 20.0 10.3 9.1 10.0 4.0
Klebsiella aerogenes CFPM 100.0 | 100.0 | 100.0 | 100.0 [ 100.0 | 97.1| 100.0
Klebsiella aerogenes CMz 28.0 13.8 13.0 12.9 8.3
Klebsiella aerogenes CTRX 91.7 91.7 96.7 | 100.0 92.6 83.3 90.9
Klebsiella aerogenes CTX 90.9 95.0 71.4 84.6
Klebsiella aerogenes GM 100.0 | 100.0 | 100.0 | 100.0 96.4 | 100.0 | 100.0
Klebsiella aerogenes IPM/CS 100.0 | 100.0 | 100.0 ( 100.0 | 100.0| 97.1 95.8
Klebsiella aerogenes LVFX 100.0 | 100.0 | 100.0 | 100.0 | 100.0 97.1 96.0
Klebsiella aerogenes MEPM 100.0 | 100.0 | 100.0 | 100.0 | 100.0 97.1 | 100.0
Klebsiella aerogenes PIPC 92.3 91.7 93.3 | 100.0 88.9 83.8 87.0
Klebsiella aerogenes PIPC/TAZ 91.7 91.7 96.6 | 100.0 92.6 86.5 92.0
Klebsiella aerogenes SMZ/TMP 100.0 | 100.0 100.0 | 100.0 | 100.0 [ 100.0
Klebsiella aerogenes R RIREK 13 12 30 34 28 37 25
Klebsiella oxytoca ABPC 0.0 17.9 13.2 14.3 9.4 10.6 115
Klebsiella oxytoca ABPC/SBT 50.0 81.8 92.6 87.9 79.7 89.2 85.2
Klebsiella oxytoca AMK 100.0 | 100.0 | 100.0 | 100.0 [ 100.0 | 100.0 | 100.0 [ 100.0
Klebsiella oxytoca AMPC/CVA 84.6 95.2 100.0 92.9 94.1 88.9 85.7
Klebsiella oxytoca AZT 89.5 90.5 89.3 89.8 85.4 92.6 94.1
Klebsiella oxytoca CAZ 100.0 | 100.0 | 100.0 | 100.0 [ 99.2| 100.0 | 100.0 { 100.0
Klebsiella oxytoca CEZ 30.0 50.0 58.8 61.0 61.1 54.5 42.9
Klebsiella oxytoca CEZX 1 30.0 333 62.9 61.0 61.1 545 | 429
Klebsiella oxytoca CEZX 2 30.0 333 62.9 61.0 61.1 545 | 429
Klebsiella oxytoca CFPM 95.0 | 100.0 | 100.0 98.9 98.5 | 100.0 | 100.0 | 100.0
Klebsiella oxytoca Cmz 95.0 | 100.0 100.0 | 100.0 98.4 | 98.5] 100.0
Klebsiella oxytoca CTRX 85.7 93.9 92.6 96.7 93.7 93.7| 95.7 92.0
Klebsiella oxytoca CTX 100.0 96.1 95.7 | 100.0 [ 100.0
Klebsiella oxytoca GM 90.0 87.5 | 100.0 97.8 | 96.0 98.7| 979 96.1
Klebsiella oxytoca IPM/CS 100.0 | 100.0 | 100.0 | 100.0 [ 99.3| 100.0 | 100.0 [ 100.0
Klebsiella oxytoca LVFX 90.0 90.0 | 92.6 96.7 94.1 92.1 95.0 98.2
Klebsiella oxytoca MEPM 95.0 | 100.0 | 100.0 | 100.0 ( 100.0 | 100.0 | 100.0 | 100.0
Klebsiella oxytoca PIPC 47.4 1 66.7 66.7 84.8 | T1.0 77.3 | 90.9 89.5
Klebsiella oxytoca PIPC/TAZ 85.0 92.3| 88.9 93.5 91.3 88.6 | 95.7 88.0
Klebsiella oxytoca SMZ/TMP 100.0 | 95.2 96.3 | 100.0 | 100.0 | 94.6 | 100.0
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TYFNAFT T L(%) : ILiEEERSEE S V-7 SINHEREL 3 3 3 3 5 5 5 5
RHEES RSt HARI(%E)| 2015| 2016 | 2017 | 2018 | 2019 | 2020 | 2021 | 2022 2023 | 2024 | 2025 | 2026 | 2027 | 2028 | 2029 | 2030 | 2031
B EH#A 5 51 512 513 514 515 516 7 518 519 5010 311 312 313 514 FU15 5116
Klebsiella oxytoca R REE 20 40 27 92| 135 89| 100 58
Klebsiella pneumoniae ABPC 3.0 6.8 4.8 11.0 13.7 12.9 12.4 1.2
Klebsiella pneumoniae ABPC/SBT 87.9 91.5 95.2 90.3 88.1 90.3 90.8 77.8
Klebsiella pneumoniae AMK 100.0 | 100.0 | 100.0 | 99.5 (| 99.6| 100.0| 99.6( 100.0
Klebsiella pneumoniae AMPC/CVA | 100.0 97.7 95.2 95.0 94.2 97.7 96.8 93.5
Klebsiella pneumoniae AZT 88.9 95.2 98.2 98.9 99.2 97.4 95.0 94.2
Klebsiella pneumoniae CAZ 98.6 97.8 98.5 98.6 97.4 98.4 96.9 96.0
Klebsiella pneumoniae CEZ 85.5 91.9 90.5 83.6 85.7 85.6 86.5 72.2
Klebsiella pneumoniae CEZX 1 85.5 90.0 80.0 85.4 85.7 85.6 86.5 72.2
Klebsiella pneumoniae CEZX 2 85.5 90.0 80.0 85.4 85.7 85.6 86.5 72.2
Klebsiella pneumoniae CFPM 97.1 98.9 98.5 98.6 98.5 99.5 98.3 98.0
Klebsiella pneumoniae CMz 100.0 98.4 | 100.0 91.8 96.2 95.2 97.7 94.4
Klebsiella pneumoniae CTRX 87.9 97.3 97.0 93.1 94.3 93.4 93.3 94.0
Klebsiella pneumoniae CTX 100.0 92.9 93.4 92.4 93.8 92.7 76.9
Klebsiella pneumoniae GM 98.6 95.6 9.5 94.4 96.6 94.0 97.1 96.2
Klebsiella pneumoniae IPM/CS 100.0 | 100.0 ( 100.0 99.5 99.6 | 100.0 | 100.0 [ 100.0
Klebsiella pneumoniae LVFX 97.1 ( 100.0 | 100.0 97.2 98.2 98.5 97.3 94.5
Klebsiella pneumoniae MEPM 100.0 | 100.0 | 100.0 | 99.5( 100.0 | 100.0 | 100.0 [ 100.0
Klebsiella pneumoniae PIPC 83.6 83.5 86.4 83.0 83.6 84.3 88.1 79.6
Klebsiella pneumoniae PIPC/TAZ 98.6 98.9| 100.0| 986 97.7| 99.5| 99.6]| 96.8
Klebsiella pneumoniae SMZ/TMP 100.0 94.1 98.2 89.4 94.4 90.1 88.5 88.0
Klebsiella pneumoniae R RIREK 69 91 67| 218| 276| 197| 295( 201
Klebsiella pneumoniae (CTX or CTRX or CAZ R) ABPC 0.0 0.0 0.0
Klebsiella pneumoniae (CTX or CTRX or CAZ R) ABPC/SBT 11.1 8.3 28.6
Klebsiella pneumoniae (CTX or CTRX or CAZ R) AMK 100.0 93.3 | 100.0 | 100.0 | 100.0
Klebsiella pneumoniae (CTX or CTRX or CAZ R) AMPC/CVA

Klebsiella pneumoniae (CTX or CTRX or CAZ R) AZT 700 333 31.3
Klebsiella pneumoniae (CTX or CTRX or CAZ R) CAZ 81.3 50.0 69.2 52.6 56.3
Klebsiella pneumoniae (CTX or CTRX or CAZ R) CEZ 11.1 9.1 0.0
Klebsiella pneumoniae (CTX or CTRX or CAZ R) CEZX 1 11.1 9.1 0.0
Klebsiella pneumoniae (CTX or CTRX or CAZ R) CEZX 2 11.1 9.1 0.0
Klebsiella pneumoniae (CTX or CTRX or CAZ R) CFPM 87.5 73.3 85.7 73.7 75.0
Klebsiella pneumoniae (CTX or CTRX or CAZ R) CmZ 55.6 [ 75.0 100.0
Klebsiella pneumoniae (CTX or CTRX or CAZ R) CTRX 6.3 7.1 0.0 0.0 0.0
Klebsiella pneumoniae (CTX or CTRX or CAZ R) CTX

Klebsiella pneumoniae (CTX or CTRX or CAZ R) GM 375| 615| 46.2| 77.8| 60.0

X OBER
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TYFNAFT T L(%) : ILiEEERSEE S V-7 SINHEREL 3 3 3 3 5 5 5 5
RHEES RSt HARI(%E)| 2015| 2016 | 2017 | 2018 | 2019 | 2020 | 2021 | 2022 2023 | 2024 | 2025 | 2026 | 2027 | 2028 | 2029 | 2030 | 2031
B EH#A 5 51 512 513 514 515 516 7 518 519 5010 311 312 313 514 FU15 5116
Klebsiella pneumoniae (CTX or CTRX or CAZ R) IPM/CS 93.8 93.3 ] 100.0 | 100.0 | 100.0
Klebsiella pneumoniae (CTX or CTRX or CAZ R) LVFX 68.8 86.7 85.7 89.5 73.3
Klebsiella pneumoniae (CTX or CTRX or CAZ R) MEPM 93.8 | 100.0 | 100.0 | 100.0 | 100.0
Klebsiella pneumoniae (CTX or CTRX or CAZ R) PIPC 6.3 13.3 0.0 0.0 0.0
Klebsiella pneumoniae (CTX or CTRX or CAZ R) PIPC/TAZ 81.3 85.7 1 100.0 94.4 50.0
Klebsiella pneumoniae (CTX or CTRX or CAZ R) SMZ/TMP 11.1 14.3
Klebsiella pneumoniae (CTX or CTRX or CAZ R) TSRS 16 15 14 19 16
Proteus mirabilis ABPC 75.0 78.3 80.0 82.2 81.6 63.8 74.5 67.3
Proteus mirabilis ABPC/SBT 87.5 81.8| 83.3 88.6 | 87.3 79.2 86.0 75.0
Proteus mirabilis AMK 87.5 | 100.0 | 100.0 | 100.0 ( 100.0 | 100.0 | 98.1| 100.0
Proteus mirabilis AMPC/CVA 87.5 95.5| 100.0 96.7 95.9 93.3| 100.0 | 100.0
Proteus mirabilis AZT 86.7 80.0 87.8 84.6 86.8 97.7
Proteus mirabilis CAZ 81.3 | 100.0 | 100.0 97.8 | 100.0 | 100.0 | 96.5| 100.0
Proteus mirabilis CEZ 18.8 30.4 56.0 55.8 52.6 45.5 51.9 41.7
Proteus mirabilis CEZX 1 18.8 46.2 51.4 52.6 45.5 51.9 41.7
Proteus mirabilis CEZX 2 18.8 46.2 51.4 52.6 45.5 51.9 41.7
Proteus mirabilis CFPM 75.0 91.3| 85.2 89.1 91.0 81.3 85.5 78.7
Proteus mirabilis CMmZ 87.5| 100.0 | 100.0 | 100.0 [ 98.7 97.8 | 100.0 | 100.0
Proteus mirabilis CTRX 75.0 82.6 | 79.2 88.9 87.7 81.4| 85.2 76.1
Proteus mirabilis CTX 85.7 96.4 64.7 87.5
Proteus mirabilis GM 93.8| 100.0 | 100.0 | 100.0 [ 100.0 | 100.0| 96.3 97.8
Proteus mirabilis IPM/CS 81.3 76.2 57.7 66.7 62.7 73.3 70.2 55.3
Proteus mirabilis LVFX 100.0 | 100.0 [ 100.0 97.8 | 93.7 83.0] 91.2 85.7
Proteus mirabilis MEPM 100.0 | 100.0 | 100.0 | 100.0 [ 100.0 | 100.0 | 100.0 [ 100.0
Proteus mirabilis PIPC 87.5 77.3 80.8 84.1 82.7 69.6 | 80.0 68.9
Proteus mirabilis PIPC/TAZ 100.0 | 100.0 | 100.0 | 100.0 [ 100.0 | 100.0 | 100.0 [ 100.0
Proteus mirabilis SMZ/TMP 92.3 88.9 89.5 85.7 88.0 85.7
Proteus mirabilis X RIKRER 16 23 27 47 80 48 57 49
Proteus vulgaris ABPC 9.1 0.0 8.3 6.7
Proteus vulgaris ABPC/SBT 100.0 | 100.0 92.3 86.7
Proteus vulgaris AMK 100.0 [ 100.0 100.0 [ 100.0
Proteus vulgaris AMPC/CVA

Proteus vulgaris AZT 100.0
Proteus vulgaris CAZ 100.0 | 100.0 100.0 | 100.0
Proteus vulgaris CEZ 9.1 0.0 0.0 0.0
Proteus vulgaris CEZXx 1 0.0 0.0 0.0

X OBREICOWVT: >90% A RE, 90~800FELE, 80~60h'F L Y. <60AKRETY, 2022F0h o, WREHRZ & OKRBEA 10KEDIHE.
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TYFNAFT T L(%) : ILiEEERSEE S V-7 SINHEREL 3 3 3 3 5 5 5 5
RHEES RSt HARI(%E)| 2015| 2016 | 2017 | 2018 | 2019 | 2020 | 2021 | 2022 2023 | 2024 | 2025 | 2026 | 2027 | 2028 | 2029 | 2030 | 2031
B EH#A 5 51 512 513 514 515 516 7 518 519 5010 311 312 313 514 FU15 5116
Proteus vulgaris CEZX 2 0.0 0.0 0.0
Proteus vulgaris CFPM 100.0 | 100.0 100.0 | 100.0
Proteus vulgaris CMz 100.0 | 100.0 100.0 | 100.0
Proteus vulgaris CTRX 90.9 91.7 100.0 88.2
Proteus vulgaris CTX 91.7

Proteus vulgaris GM 100.0 | 100.0 100.0 | 100.0
Proteus vulgaris IPM/CS 81.8 83.3 92.3 41.2
Proteus vulgaris LVFX 100.0 | 100.0 100.0 | 100.0
Proteus vulgaris MEPM 100.0 | 100.0 100.0 | 100.0
Proteus vulgaris PIPC 81.8 91.7 100.0 92.9
Proteus vulgaris PIPC/TAZ 100.0 | 100.0 100.0 | 100.0
Proteus vulgaris SMZ/TMP 83.3
Proteus vulgaris POETE S5 11 12 13 17
Pseudomonas aeruginosa ABPC/SBT

Pseudomonas aeruginosa AMK 98.1 96.9 | 100.0 98.0 97.9 98.8 98.1 99.4
Pseudomonas aeruginosa AZT 70.0 63.9 76.2 82.9 78.1 83.0 83.4
Pseudomonas aeruginosa CAZ 94.3 90.6 91.2 85.8 90.8 94.4 95.5 95.9
Pseudomonas aeruginosa CFPM 96.2 87.5 91.1 87.7 93.3 94.9 95.9 95.9
Pseudomonas aeruginosa GM 96.2 95.4 94.6 89.1 95.1 96.1 94.9 97.5
Pseudomonas aeruginosa IPM/CS 83.0 92.3 91.2 81.1 86.1 85.6 92.9 94.2
Pseudomonas aeruginosa LVFX 86.8 87.7 84.2 86.4 86.5 89.6 88.7 88.1
Pseudomonas aeruginosa MEPM 84.9 89.1 91.2 83.0 91.8 90.7 95.5 96.5
Pseudomonas aeruginosa MINO

Pseudomonas aeruginosa PIPC 84.9 87.5 83.9 87.1 88.1 88.1 91.4 92.9
Pseudomonas aeruginosa PIPC/TAZ 81.1 79.7 17.2 91.9 90.7 87.0 92.5 95.9
Pseudomonas aeruginosa SMZ/TMP

Pseudomonas aeruginosa T RIEEL 53 65 57 148 197 161 224 172
Serratia marcescens ABPC 3.4 7.9 4.3 12.5 0.0
Serratia marcescens ABPC/SBT 3.4 10.8 8.7 12.9 0.0
Serratia marcescens AMK 100.0 | 100.0 [ 100.0 | 100.0 | 100.0 [ 100.0 | 100.0
Serratia marcescens AMPC/CVA 0.0 0.0 0.0
Serratia marcescens AZT 100.0 | 100.0 [ 100.0 91.3 93.8 | 100.0 [ 100.0
Serratia marcescens CAZ 100.0 | 100.0 98.0 94.6 97.2 | 100.0 94.7
Serratia marcescens CEZ 0.0 0.0 0.0 3.1 0.0
Serratia marcescens CEzx 1 0.0 0.0 0.0 3.1 0.0
Serratia marcescens CEZx 2 0.0 0.0 0.0 3.1 0.0

M OEBEBIOLT : >90%HHREE, 90~807'H LB, 80~60A'F L v I, <60AHETT,
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TYFNRAFT 7 L(%) : LigEERbSEES V-7 BINFERRE 3 3 3 3 5 5 5 5
BREXS : R HAREI(SE)| 2015 | 2016 | 2017 | 2018 | 2019 | 2020 | 2021 | 2022 | 2023 | 2024 | 2025 | 2026 | 2027 | 2028 | 2029 | 2030 | 2031
& B3k 5 71 52 513 54 515 516 7 518 519 10 311 FJ12 013 F14 3015 516
Serratia marcescens CFPM 100.0 | 100.0 | 100.0 | 100.0 97.2'| 100.0 | 100.0
Serratia marcescens Cmz 86.2 76.3 87.0 96.9 75.0
Serratia marcescens CTRX 75.0 93.8 89.6 81.8 91.4 90.6 78.4
Serratia marcescens CTX 95.2 83.9 94.1| 100.0
Serratia marcescens GM 100.0 | 100.0 | 100.0 | 100.0 [ 100.0 | 100.0 | 100.0
Serratia marcescens IPM/CS 100.0 | 100.0 98.0 | 100.0 | 100.0 98.1 | 100.0
Serratia marcescens LVFX 81.3 87.5 95.9 92.9 94.3 94.4 81.1
Serratia marcescens MEPM 100.0 | 100.0 | 100.0 | 100.0 [ 100.0 | 100.0 | 100.0
Serratia marcescens PIPC 75.0 93.8 91.8 87.3 94.4 96.2 77.8
Serratia marcescens PIPC/TAZ 86.7 93.8 93.8 87.3 97.1 98.1 80.6
Serratia marcescens SMZ/TMP 100.0 | 100.0 | 100.0 | 100.0 94.7 92.9 1 100.0
Serratia marcescens TR 16 16 49 56 36 54 38
Staphylococcus aureus (MRSA) AMPC/CVA

Staphylococcus aureus (MRSA) CEZz

Staphylococcus aureus (MRSA) CLDM 40.6 52.1 52.9 60.8 62.6 64.0 64.5
Staphylococcus aureus (MRSA) EM 10.6 6.3 9.5 8.8 18.6 12.1 15.8 12.2
Staphylococcus aureus (MRSA) IPM/CS

Staphylococcus aureus (MRSA) LVFX 6.3 10.1 13.7 10.7 11.9 4.5 8.3 12.0
Staphylococcus aureus (MRSA) LZD 100.0 | 100.0 | 100.0 | 100.0 ( 100.0 | 100.0 | 100.0 | 100.0
Staphylococcus aureus (MRSA) MINO 45.3 57.7 67.2 68.7 74.6 75.3 76.8 79.9
Staphylococcus aureus (MRSA) MPIPC

Staphylococcus aureus (MRSA) PCG

Staphylococcus aureus (MRSA) SMZ/TMP 100.0 [ 100.0 | 100.0 | 98.9 | 100.0 | 100.0 | 98.9
Staphylococcus aureus (MRSA) TEIC 100.0 | 100.0 [ 100.0 | 100.0 | 100.0 | 100.0 | 100.0 | 100.0
Staphylococcus aureus (MRSA) VCM 100.0 | 100.0 [ 100.0 | 100.0 | 100.0 | 100.0 | 100.0 | 100.0
Staphylococcus aureus (MRSA) POETE S 66 82 70 220| 287| 208| 222( 153
Staphylococcus aureus (MSSA) AMPC/CVA | 100.0 | 100.0 | 100.0 | 100.0 [ 100.0 | 100.0 | 100.0 | 100.0
Staphylococcus aureus (MSSA) CEZ 100.0 [ 100.0 [ 100.0 | 99.8| 100.0| 99.8| 100.0 | 100.0
Staphylococcus aureus (MSSA) CLDM 98.0| 975 96.1| 979 97.3| 976 97.7
Staphylococcus aureus (MSSA) EM 726 70.8| 744 71.7| 73.7| 78.0| 759]| 79.0
Staphylococcus aureus (MSSA) IPM/CS 100.0 { 100.0 [ 100.0 | 100.0 | 100.0 | 100.0 | 100.0 | 100.0
Staphylococcus aureus (MSSA) LVFX 84.3 86.5 84.7 83.5 86.4 82.0 84.8 81.9
Staphylococcus aureus (MSSA) LZD

Staphylococcus aureus (MSSA) MINO 97.0| 981 995 99.2( 99.7| 987| 989]| 9938
Staphylococcus aureus (MSSA) MPIPC

Staphylococcus aureus (MSSA) PCG 452 | 465 | 44.7| 443 50.7| 56.8| 53.1| 53.4

X OBER
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TYFNRAFT 7 L(%) : LigEERbSEES V-7 BINFERRE 3 3 3 3 5 5 5 5
BREXS : R HAREI(SE)| 2015 | 2016 | 2017 | 2018 | 2019 | 2020 | 2021 | 2022 | 2023 | 2024 | 2025 | 2026 | 2027 | 2028 | 2029 | 2030 | 2031
& B3k 5 71 52 513 54 515 516 7 518 519 10 311 FJ12 013 F14 3015 516
Staphylococcus aureus (MSSA) SMZ/TMP 100.0 [ 100.0 | 100.0 99.3| 100.0 | 100.0 99.2
Staphylococcus aureus (MSSA) TEIC

Staphylococcus aureus (MSSA) VCM

Staphylococcus aureus (MSSA) TSRS 164 224| 215| 692| 907 555( 613| 457
Staphylococcus aureus (£7T) AMPC/CVA 78.1 81.6 84.7 88.0 82.5 80.0 82.2 83.5
Staphylococcus aureus (£7T) CEZ 79.5 81.8 86.8 88.7 92.3 88.9 90.7 90.9
Staphylococcus aureus (£7T) CLDM 80.0 83.8 85.4 85.7 88.5 85.8 87.0 87.1
Staphylococcus aureus (£7T) EM 56.0 53.3 59.5 57.0 61.6 61.0 60.8 62.4
Staphylococcus aureus (£7T) IPM/CS 80.3 83.0 88.7 92.1 93.6 91.0 91.4 91.9
Staphylococcus aureus (£7T) LVFX 63.3 64.7 68.1 67.2 70.7 62.7 67.7 69.5
Staphylococcus aureus (£7T) LZD 100.0 { 100.0 | 100.0 | 100.0 { 100.0 | 100.0 | 100.0 | 100.0
Staphylococcus aureus (£7T) MINO 84.3 87.4 91.8 92.2 93.9 92.5 92.9 95.0
Staphylococcus aureus (£7T) MPIPC

Staphylococcus aureus (£7T) PCG 36.3 36.8 34.5 37.1 41.2 47.2 43.0 42.2
Staphylococcus aureus (£7T) SMZ/TMP 100.0 | 100.0 | 100.0 [ 100.0 99.1 | 100.0 | 100.0 99.1
Staphylococcus aureus (£7T) TEIC 100.0 { 100.0 | 100.0 | 100.0 { 100.0 | 100.0 | 100.0 | 100.0
Staphylococcus aureus (£7T) VCM 100.0 | 100.0 99.6 | 100.0 | 100.0 | 100.0 | 100.0 | 100.0
Staphylococcus aureus (£7T) T REE 225 305 283 888 1171 753 824 606
Stenotrophomonas maltophilia ABPC/SBT

Stenotrophomonas maltophilia AMK

Stenotrophomonas maltophilia AZT

Stenotrophomonas maltophilia CAZ 52.6 50.0 61.5 62.5
Stenotrophomonas maltophilia CFPM

Stenotrophomonas maltophilia GM

Stenotrophomonas maltophilia IPM/CS

Stenotrophomonas maltophilia LVFX 84.2 | 100.0 | 100.0 93.8
Stenotrophomonas maltophilia MEPM

Stenotrophomonas maltophilia MINO 94.7 92.9 93.3 87.5
Stenotrophomonas maltophilia PIPC

Stenotrophomonas maltophilia PIPC/TAZ

Stenotrophomonas maltophilia SMZ/TMP

Stenotrophomonas maltophilia ITEREREL 19 14 15 16 4
Streptococcus agalactiae ABPC 100.0 [ 98,5 100.0 | 100.0 | 99.0| 100.0 | 100.0 | 100.0
Streptococcus agalactiae CLDM 78.6 82.9 95.6 84.7 76.4 83.2 80.5 84.3
Streptococcus agalactiae CTRX 100.0 [ 985 100.0| 98.8| 99.2] 100.0| 100.0 | 100.0
Streptococcus agalactiae CTX 100.0 [ 955 100.0| 99.5| 98.9| 100.0| 100.0 | 100.0

X OBER
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FYFNRAFT T L(%) : dLBEEREESEEI V-7 SINHERE 3 3 3 3 5 5 5 5
RHXS : RS HARA(£E)| 2015 | 2016 | 2017 | 2018 | 2019 | 2020 | 2021 | 2022 | 2023 | 2024 | 2025| 2026 | 2027 | 2028 | 2029 | 2030 2031
B 4 | 34 / 6 3 0 0 . o
Streptococcus agalactiae EM 70.8 77.3 82.1 63.6 59.2 69.9 63.3 64.7
Streptococcus agalactiae LVFX 70.0 80.3 67.6 77.9 77.3 75.8 74.8 71.0
Streptococcus agalactiae MEPM

Streptococcus agalactiae PCG 98.0 95.5 | 100.0 97.9 98.7 96.4 96.9 99.0
Streptococcus agalactiae VCM

Streptococcus agalactiae TSRS 50 67 71 245| 309| 211| 298| 209
Streptococcus pneumoniae (BE/RIGHE) ABPC

Streptococcus pneumoniae (BE/RIGHE) CLDM

Streptococcus pneumoniae (BE/RIGHE) CTRX

Streptococcus pneumoniae (BE/RIGHE) CTX

Streptococcus pneumoniae (BERIGHE) EM

Streptococcus pneumoniae (BERIGHE) LVFX

Streptococcus pneumoniae (BETRIGHE) MEPM

Streptococcus pneumoniae (BERIGHE) PCG

Streptococcus pneumoniae (BETRIGHE) VCM

Streptococcus pneumoniae (BERARHS) POETE S5 0
Streptococcus pneumoniae (BERIGHEIA) ABPC

Streptococcus pneumoniae (BERIRALIAL) CLDM 27.8 38.1 50.0 48.1 51.2 80.0 47.3
Streptococcus pneumoniae (BERIRALIAL) CTRX 97.9 98.3 | 100.0 99.0 98.0 | 100.0 98.5 96.0
Streptococcus pneumoniae (BERIEALISL) CTX 93.3| 100.0 | 100.0 | 100.0| 99.3| 100.0| 97.8
Streptococcus pneumoniae (BERIEALISL) EM 0.0] 125 00| 147 173 320| 21.2| 214
Streptococcus pneumoniae (BERIRALISN) LVFX 97.9| 100.0| 985| 98.0| 984 | 96.2| 96.9]| 96.0
Streptococcus pneumoniae (BERIRALISN) MEPM 97.9 | 100.0| 100.0| 926 926 90.9| 96.9]| 923
Streptococcus pneumoniae (BEIRMALSL) PCG 100.0 | 100.0 | 100.0 [ 100.0 | 100.0 [ 100.0 | 98.5 | 100.0
Streptococcus pneumoniae (BERIRALISN) VCM 100.0 [ 100.0 | 100.0 | 100.0 [ 100.0 | 100.0 | 100.0 [ 100.0
Streptococcus pneumoniae (BERIGHEIAL) POETE S 48 59 67| 206| 206 67 66 26
Streptococcus pyogenes ABPC 100.0 100.0 [ 100.0 | 100.0 | 100.0 | 100.0
Streptococcus pyogenes CLDM 90.0 81.4 76.9

Streptococcus pyogenes CTRX 100.0 100.0 98.1 | 100.0 | 100.0 | 100.0
Streptococcus pyogenes CTX 100.0 | 100.0 [ 100.0 | 100.0
Streptococcus pyogenes EM 80.0 44.2 61.5 71.4
Streptococcus pyogenes LVFX 100.0 96.9 94.3 1 100.0 75.0 94.1
Streptococcus pyogenes MEPM

Streptococcus pyogenes PCG 100.0 100.0 | 100.0 | 100.0 ( 100.0 | 100.0
Streptococcus pyogenes VCM

Streptococcus pyogenes XHEREEL 15 64 63 20 12 17

X OBER
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