TYFNAFT T L(%) : ILiEEERSEE S V-7 SINHEREL 3 3 3 3 5 5 5 5
RHEES A HARI(%E)| 2015| 2016 | 2017 | 2018 | 2019 | 2020 | 2021 | 2022 2023 | 2024 | 2025 | 2026 | 2027 | 2028 | 2029 | 2030 | 2031
B EH#A 5 51 512 513 514 515 516 7 518 519 5010 311 312 313 514 FU15 5116
Acinetobacter baumannii ABPC/SBT 100.0 93.3 | 100.0 98.0 94.2 93.8 | 100.0 | 100.0
Acinetobacter baumannii AMK 100.0 | 100.0 ( 100.0 97.1 98.5 95.0 93.8 | 100.0
Acinetobacter baumannii AZT

Acinetobacter baumannii CAZ 94.4 94.1 97.7 95.7 90.8 91.9 87.5 1 100.0
Acinetobacter baumannii CFPM 88.2 93.3 | 100.0 95.7 92.2 80.6 93.8 94.4
Acinetobacter baumannii GM 88.9 | 100.0 ( 100.0 9515 94.0 87.2 88.2 94.7
Acinetobacter baumannii IPM/CS 100.0 | 100.0 | 100.0 | 100.0 [ 100.0 | 100.0 | 100.0 [ 100.0
Acinetobacter baumannii LVFX 88.2 | 100.0 ( 100.0 95.7 97.1 92.3 87.5 1 100.0
Acinetobacter baumannii MEPM 100.0 | 100.0 | 97.7| 100.0 [ 100.0 | 100.0 | 100.0 [ 100.0
Acinetobacter baumannii MINO 100.0 | 100.0 | 100.0 [ 100.0 [ 100.0 97.4| 100.0 | 100.0
Acinetobacter baumannii PIPC 81.3 68.8 82.5 92.2 82.0 76.3 75.0 87.5
Acinetobacter baumannii PIPC/TAZ 100.0 90.3 | 100.0 91.2 89.2 87.2'| 100.0 | 100.0
Acinetobacter baumannii SMZ/TMP 94.4| 100.0 [ 100.0 | 100.0 93.5| 100.0 [ 100.0
Acinetobacter baumannii R RIREK 18 35 44 72 69 40 17 19
Acinetobacter spp. (baumanniiz & %) ABPC/SBT 100.0 93.8 | 100.0 98.1 94.9 95.6 96.2 96.7
Acinetobacter spp. (baumanniiz & %) AMK 98.2 |1 100.0 [ 100.0 97.3 99.0 96.3 94.8 1 100.0
Acinetobacter spp. (baumanniiz & %) AZT

Acinetobacter spp. (baumanniiz & %) CAZ 87.5 90.4 97.8 93.2 83.8 86.4 79.7 86.8
Acinetobacter spp. (baumanniiz & %) CFPM 88.9 91.5 | 100.0 95.9 92.3 84.3 94.9 92.4
Acinetobacter spp. (baumanniiz & %) GM 89.3 98.1 | 100.0 95.8 | 94.7 89.4 ] 96.1 98.2
Acinetobacter spp. (baumanniiz &% %) IPM/CS 100.0 [ 100.0 | 100.0 | 100.0 [ 100.0 | 100.0 | 100.0 98.5
Acinetobacter spp. (baumanniiz &% %) LVFX 94.5 | 100.0 | 100.0 95.9 96.9 94.3| 96.8] 100.0
Acinetobacter spp. (baumanniiz & %) MEPM 100.0 98.1 97.9 | 100.0 | 100.0 | 100.0 [ 100.0 98.4
Acinetobacter spp. (baumanniiz & %) MINO 100.0 98.1| 100.0 | 100.0 | 100.0 98.1| 100.0 | 100.0
Acinetobacter spp. (baumanniiz & %) PIPC 7041 68.0| 81.8 92.6 79.3 76.5 75.9 77.6
Acinetobacter spp. (baumanniiz & %) PIPC/TAZ 91.1 85.7 | 100.0 91.7 90.7 89.4| 94.2 89.3
Acinetobacter spp. (baumanniiz & %) SMZ/TMP 94.7| 100.0 | 100.0 | 100.0| 88.6| 90.4| 98.0
Acinetobacter spp. (baumanniiz&& %) ITEREE 56 53 48 76 98 54 64 69
Citrobacter freundii ABPC 0.0 0.0 0.0 14.3 18.2 28.6 | 25.0 22.7
Citrobacter freundii ABPC/SBT 42.9 64.7 50.0 | 46.7 54.5 53.8 66.7 54.5
Citrobacter freundii AMK 100.0 | 100.0 | 100.0 | 100.0 [ 100.0 | 100.0 | 100.0 [ 100.0
Citrobacter freundii AMPC/CVA 7.1 18.8 [ 25.0 14.3 18.2 30.8| 20.0 21.4
Citrobacter freundii AZT 92.0 75.8 85.1 89.8 87.3 84.2 73.3
Citrobacter freundii CAZ 85.7 84.8 76.2 84.6 | 83.6 79.3 | 82.6 78.8
Citrobacter freundii CEZ 0.0 5.9 16.7 6.7 9.1 143 28.6 23.8
Citrobacter freundii CEzx 1 0.0 11.1 33.3 8.3 9.1 143 28.6 23.8
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TYFNRAFT 7 L(%) : LigEERbSEES V-7 BINFERRE 3 3 3 3 5 5 5 5
BREXS : kA HAREI(SE)| 2015 | 2016 | 2017 | 2018 | 2019 | 2020 | 2021 | 2022 | 2023 | 2024 | 2025 | 2026 | 2027 | 2028 | 2029 | 2030 | 2031
& B3k 5 71 52 513 54 515 516 7 518 519 10 311 FJ12 013 F14 3015 516
Citrobacter freundii CEZXx 2 0.0 11.1] 333 8.3 91| 143| 286 238
Citrobacter freundii CFPM 100.0 | 100.0 [ 100.0 | 100.0 | 96.4] 100.0 | 100.0 | 100.0
Citrobacter freundii Cmz 15.4 37.5 18.2 26.7 27.3 35.7 524 47.6
Citrobacter freundii CTRX 78.6 84.4 76.2 84.3 85.5 79.3 82.9 78.8
Citrobacter freundii CTX 72.7
Citrobacter freundii GM 100.0 | 100.0 [ 100.0 | 94.1| 96.4] 97.6| 100.0 | 100.0
Citrobacter freundii IPM/CS 100.0( 97.0( 100.0| 98.1| 100.0| 100.0 | 100.0 | 100.0
Citrobacter freundii LVFX 92.9| 96.8( 952 90.2| 981| 927| 91.3| 942
Citrobacter freundii MEPM 100.0 | 100.0 [ 100.0 | 100.0 | 100.0 | 100.0 | 100.0 | 100.0
Citrobacter freundii PIPC 76.9 80.6 71.4 76.5 87.3 78.0 80.0 76.5
Citrobacter freundii PIPC/TAZ 85.7 97.0 83.3 86.3 90.9 82.9 88.4 76.9
Citrobacter freundii SMZ/TMP 95.2| 96.8| 886 925 86.6| 89.8| 86.4
Citrobacter freundii TR 14 33 42 52 55 82 71 52
Citrobacter koseri ABPC 0.0 6.7 0.0 0.0 0.0
Citrobacter koseri ABPC/SBT 73.3| 917 100.0 69.2| 82.4
Citrobacter koseri AMK 100.0 | 100.0 96.2 ( 100.0 | 100.0 | 100.0 [ 100.0 | 100.0
Citrobacter koseri AMPC/CVA 93.3| 91.7 100.0 84.6 | 100.0
Citrobacter koseri AZT 100.0 | 100.0 | 100.0 | 100.0 | 100.0 94.3 92.5
Citrobacter koseri CAZ 80.0 95.2 88.5 | 100.0 | 100.0 | 100.0 9583 92.5
Citrobacter koseri CEZ 73.3| 86.7 100.0 53.8 | 76.5
Citrobacter koseri CEzx1 73.3 100.0 53.8 | 76.5
Citrobacter koseri CEZx 2 73.3 100.0 53.8 | 76.5
Citrobacter koseri CFPM 86.7 | 100.0 | 88.5| 100.0 | 100.0 | 100.0 | 97.7] 95.0
Citrobacter koseri CMmz 100.0 | 100.0 100.0 84.6 | 100.0
Citrobacter koseri CTRX 73.3] 90.5| 885] 100.0| 100.0| 100.0 | 93.0| 925
Citrobacter koseri CTX

Citrobacter koseri GM 100.0 | 100.0 | 100.0 | 100.0 | 100.0 | 100.0 | 100.0 | 100.0
Citrobacter koseri IPM/CS 100.0 | 100.0 | 100.0 | 100.0 | 100.0 | 100.0 | 100.0 | 100.0
Citrobacter koseri LVFX 100.0 | 100.0 | 96.2| 100.0 | 100.0 | 100.0 | 97.7 | 100.0
Citrobacter koseri MEPM 100.0 | 100.0 | 100.0 | 100.0 | 100.0 | 100.0 | 100.0 | 100.0
Citrobacter koseri PIPC 20.0| 650 346| 21.1| 36.4| 483 558| 400
Citrobacter koseri PIPC/TAZ 100.0 | 100.0 | 96.2 ] 100.0 | 100.0 | 100.0 | 97.7| 97.5
Citrobacter koseri SMZ/TMP 91.7| 100.0| 94.1( 100.0 ( 100.0 | 100.0| 97.4
Citrobacter koseri FRUEE 15 21 26 19 33 29 43 40
CNS (S. epidermidis® &8 %) AMPC/CVA

CNS (S. epidermidis® &8 %) CEZ
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TYFNRAFT 7 L(%) : LigEERbSEES V-7 BINFERRE 3 3 3 3 5 5 5 5
BREXS : kA HAREI(SE)| 2015 | 2016 | 2017 | 2018 | 2019 | 2020 | 2021 | 2022 | 2023 | 2024 | 2025 | 2026 | 2027 | 2028 | 2029 | 2030 | 2031
El 5 1l 24 / 6 3 9 0 i §
CNS (S. epidermidisz & %) CLDM 653 72.1| 76.2| 789| 833| 79.0| 820 812
CNS (S. epidermidisz & %) EM 36.2| 436 465 455 50.1| 505| 51.5| 56.0
CNS (S. epidermidis® &8 %) IPM/CS

CNS (S. epidermidisz= &% %) LVFX 40.9| 320 316 343 383| 36.6| 40.7| 432
CNS (S. epidermidisz= &% %) LzD 100.0 | 100.0 [ 100.0 | 100.0 | 100.0 | 100.0 | 100.0 | 100.0
CNS (S. epidermidisz= &% %) MINO 89.7| 854 90.1( 914 91.0| 91.2| 921]| 917
CNS (S. epidermidisz= &% %) MPIPC 32.2| 263 295 307 329| 33.7| 358]| 339
CNS (S. epidermidisz= &% %) PCG 179 13.0| 148 17.2| 183 183 20.0| 19.2
CNS (S. epidermidisz= &% %) SMZ/TMP 81.0| 855 | 80.0f 778 84.0| 79.6| 81.7| 76.6
CNS (S. epidermidisz= &% %) TEIC 99.2| 975 961 979 99.8| 100.0| 100.0 | 99.9
CNS (S. epidermidisz&® %) VCM 100.0 | 100.0 { 100.0 | 100.0 | 100.0 | 100.0 | 100.0 [ 100.0
CNS (S. epidermidisz= &% %) TR 123 341 391 448 559 524 704 710
Enterobacter cloacae ABPC 4.8 4.0 0.0 15.2 17.9
Enterobacter cloacae ABPC/SBT 4.8 16.0 16.7 50.0 26.3 29.6
Enterobacter cloacae AMK 100.0 | 100.0 ( 100.0 100.0 100.0 | 100.0
Enterobacter cloacae AMPC/CVA 9.5 0.0 16.7 7.1 10.0
Enterobacter cloacae AZT 76.5 81.8
Enterobacter cloacae CAZ 71.4 74.1 70.6 80.0 81.6 82.1
Enterobacter cloacae CEZ 4.8 0.0 8.3 0.0 2.6 3.6
Enterobacter cloacae CEZx 1 4.8 0.0 0.0 2.6 3.6
Enterobacter cloacae CEZXx 2 4.8 0.0 0.0 2.6 3.6
Enterobacter cloacae CFPM 100.0 [ 100.0 [ 100.0 100.0 100.0 | 100.0
Enterobacter cloacae Cmz 10.0 4.0 16.7 10.0 7.9 7.1
Enterobacter cloacae CTRX 75.0 73.1 70.6 80.0 81.6| 821
Enterobacter cloacae CTX 84.2| 824
Enterobacter cloacae GM 100.0 [ 100.0 [ 100.0 100.0 100.0 | 100.0
Enterobacter cloacae IPM/CS 100.0 [ 96.4  100.0 100.0 | 100.0
Enterobacter cloacae LVFX 85.0 96.3| 88.2 100.0 97.4 1 92.9
Enterobacter cloacae MEPM 100.0 | 100.0 | 100.0 100.0 100.0 | 100.0
Enterobacter cloacae PIPC 7141 833 58.8 90.0 84.2 1 89.3
Enterobacter cloacae PIPC/TAZ 76.2| 82.1 70.6 90.0 86.5 | 929
Enterobacter cloacae SMZ/TMP 91.7 94.7 | T12.7
Enterobacter cloacae FRUEE 21 28 17 10 38 28
Enterococcus faecalis ABPC 952 985 100.0| 99.2( 96.4| 97.3| 959]| 944
Enterococcus faecalis EM 18.0 15.6 11.2 10.1 8.3 10.3 10.6 14.5
Enterococcus faecalis LVFX 79.0 78.7| 849 89.7| 874] 869 87.1 90.8
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TYFNAFT T L(%) : ILiEEERSEE S V-7 SINHEREL 3 3 3 3 5 5 5 5
RHEES A HARI(%E)| 2015| 2016 | 2017 | 2018 | 2019 | 2020 | 2021 | 2022 2023 | 2024 | 2025 | 2026 | 2027 | 2028 | 2029 | 2030 | 2031
B EH#A 5 51 512 513 514 515 516 7 518 519 5010 311 312 313 514 FU15 5116
Enterococcus faecalis LzD 99.6 | 100.0 [ 100.0 | 100.0 | 100.0 | 100.0 99.8 99.8
Enterococcus faecalis MINO 39.7 31.9 28.5 35.0 33.6 34.3 33.5 35.8
Enterococcus faecalis PCG 96.3 99.3 | 100.0 99.3 | 100.0 { 100.0 | 100.0 | 100.0
Enterococcus faecalis TEIC 100.0 [ 100.0 | 100.0 | 100.0 [ 100.0 | 100.0 | 100.0 [ 100.0
Enterococcus faecalis VCM 100.0 99.7 | 100.0 { 100.0 | 100.0 | 100.0 [ 100.0 | 100.0
Enterococcus faecalis FRIREX 294 | 326| 273| 362 538| 470| 560| 503
Enterococcus faecium ABPC 26.3 27.4 34.9 25.9 16.4 19.1 18.7 13.9
Enterococcus faecium EM 3.5 1.2 3.8 5.6 11.5 4.7 3.6 7.3
Enterococcus faecium LVFX 13.7 9.5 8.0 9.4 9.4 9.1 10.6 13.6
Enterococcus faecium LzD 100.0 | 100.0 | 100.0 [ 100.0 | 100.0 | 100.0 99.7 | 100.0
Enterococcus faecium MINO 31.8 37.7 48.8 66.3 50.0 48.8 43.7 33.8
Enterococcus faecium PCG 27.0 25.4 35.6 27.1 12.7 22.9 26.3 12.2
Enterococcus faecium TEIC 100.0 | 100.0 | 100.0 [ 100.0 | 100.0 | 100.0 [ 100.0 | 100.0
Enterococcus faecium VCM 99.5 | 100.0 ( 100.0 | 100.0 | 100.0 [ 100.0 | 100.0 98.8
Enterococcus faecium R RIREK 199 ( 173| 137 203| 303 297 396 | 351
Escherichia coli ABPC 614 bH46| 414 353 62.2 59.0 61.7 55.0
Escherichia coli ABPC/SBT 74.3 71.5 63.2 52.7 74.3 71.0 74.8 72.3
Escherichia coli AMK 100.0 99.8| 98.9 99.1 99.9 99.3| 99.8 99.9
Escherichia coli AMPC/CVA 86.4| 86.0| 86.4| 86.3 91.0 82.6 | 86.3 85.0
Escherichia coli AZT 77.5 89.1 88.4| 86.5 88.1 85.5 84.3 82.2
Escherichia coli CAZ 91.7 88.4 79.9 82.1 90.1 87.9 88.7 86.8
Escherichia coli CEZ 66.3 62.9 44.5 38.6 624 64.8 66.1 62.4
Escherichia coli CEZX 1 66.3 69.1 60.9 56.9 624 64.8 66.1 62.4
Escherichia coli CEZX 2 66.3 69.1 60.9 56.9 624 64.8 66.1 62.4
Escherichia coli CFPM 90.2 87.5 82.3 84.9 91.7 89.8 | 91.3 90.0
Escherichia coli Cmz 96.7 96.5 95.7 92.6 | 989 99.5 99.3 98.5
Escherichia coli CTRX 79.3 77.2 69.5 72.1 81.4| 80.4| 80.7 78.5
Escherichia coli CTX 86.6 83.9 84.0 80.0| 80.1 78.6
Escherichia coli GM 91.2 88.5 87.1 87.9 90.2 89.8 | 921 92.0
Escherichia coli IPM/CS 99.1 99.8 | 100.0 99.7 | 100.0 99.9 | 100.0 99.8
Escherichia coli LVFX 70.8 67.8 60.3 62.7 71.2 68.4 68.4 | 64.7
Escherichia coli MEPM 99.8 | 100.0 | 100.0 99.8 | 100.0 | 100.0 { 100.0 | 100.0
Escherichia coli PIPC 66.6 61.7 56.6 56.0 67.5 66.6 68.0 63.0
Escherichia coli PIPC/TAZ 98.3 97.9 96.9 96.3| 96.9 95.1 98.1 97.1
Escherichia coli SMZ/TMP 82.8 80.2 80.9 84.7 85.2 84.0 | 84.7 83.0
Escherichia coli XHEREEL 460 471 453 572 898 896 ( 1119 | 1127
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TYFNRAFT 7 L(%) : LigEERbSEES V-7 BINFERRE 3 3 3 3 5 5 5 5
BREXS : kA HAREI(SE)| 2015 | 2016 | 2017 | 2018 | 2019 | 2020 | 2021 | 2022 | 2023 | 2024 | 2025 | 2026 | 2027 | 2028 | 2029 | 2030 | 2031
& B3k 5 71 52 513 54 515 516 7 518 519 10 311 FJ12 013 F14 3015 516
Escherichia coli (CTX or CTRX or CAZ R) ABPC 1.2 0.0 13 1.0 0.0 0.0 2.3 0.0
Escherichia coli (CTX or CTRX or CAZ R) ABPC/SBT 342 | 421 397 224 33.0| 253| 353]| 37.7
Escherichia coli (CTX or CTRX or CAZ R) AMK 1000 99.0 96,5 96.5| 100.0| 97.8| 98.6| 99.6
Escherichia coli (CTX or CTRX or CAZ R) AMPC/CVA 65.8 80.7 80.8 81.6 79.5 53.7 72.9 747
Escherichia coli (CTX or CTRX or CAZ R) AZT 472 465 | 27.7| 272 272 245| 254
Escherichia coli (CTX or CTRX or CAZ R) CAZ 50.0 [ 50.0 | 34.8| 36.2| 443]| 40.0| 445 412
Escherichia coli (CTX or CTRX or CAZ R) CEZ 0.0 0.0 13 1.0 0.0 0.0 0.8 0.0
Escherichia coli (CTX or CTRX or CAZ R) CEZx 1 0.0 00| 125 5.3 0.0 0.0 0.8 0.0
Escherichia coli (CTX or CTRX or CAZ R) CEZX 2 0.0 0.0 125 5.3 0.0 0.0 0.8 0.0
Escherichia coli (CTX or CTRX or CAZ R) CFPM 37.0| 426 426 46.0( bH15| 487| 57.1| 545
Escherichia coli (CTX or CTRX or CAZ R) CMZ 82.9 89.0 91.0 86.7 96.6 98.9 97.0 95.7
Escherichia coli (CTX or CTRX or CAZ R) CTRX 0.0 0.0 0.0 0.0 0.0 0.7 0.0 0.0
Escherichia coli (CTX or CTRX or CAZ R) CTX 0.0 0.0 0.0 0.0 1.2 0.0
Escherichia coli (CTX or CTRX or CAZ R) GM 70.4 67.3 67.4 69.9 64.9 69.6 71.8 77.2
Escherichia coli (CTX or CTRX or CAZ R) IPM/CS 98.8 | 100.0 [ 100.0 [ 989 100.0| 99.5| 100.0| 99.6
Escherichia coli (CTX or CTRX or CAZ R) LVFX 19.5 7.0 9.9 13.2 11.2 5.3 7.6 8.7
Escherichia coli (CTX or CTRX or CAZ R) MEPM 98.8 | 100.0 | 100.0 [ 99.4( 100.0 | 100.0 | 99.6 | 100.0
Escherichia coli (CTX or CTRX or CAZ R) PIPC 2.5 0.0 2.1 1.2 0.6 0.0 1.3 1.1
Escherichia coli (CTX or CTRX or CAZ R) PIPC/TAZ 95.1 98.0 92.9 94.3 84.8 81.9 93.7 88.6
Escherichia coli (CTX or CTRX or CAZ R) SMZ/TMP 52.3| 522| 618 488 50.0| 520]| 60.1
Escherichia coli (CTX or CTRX or CAZ R) TR 82 102 141 174 171 188 239 279
Haemophilus influenzae ABPC 45.2 40.1 37.4 38.3 40.7 45.6 30.2 54.5
Haemophilus influenzae ABPC/SBT 64.9 66.7 64.7 56.5 60.4 71.2 73.0 84.4
Haemophilus influenzae AMPC/CVA 75.8 79.1 75.9 76.1 70.6 76.7 73.2 87.0
Haemophilus influenzae CAM 78.7 90.4 91.2 92.2 93.3 83.6 81.0 87.1
Haemophilus influenzae CTRX 100.0 | 100.0 [ 100.0 | 100.0 | 100.0 | 100.0 | 100.0 | 100.0
Haemophilus influenzae CTX 100.0 [ 100.0 100.0 | 100.0 | 100.0 | 100.0
Haemophilus influenzae LVFX 98.9 98.1 97.6 99.3 | 100.0 | 100.0 98.4 96.7
Haemophilus influenzae MEPM 99.0| 98.1( 984 985( 100.0| 100.0 | 100.0 | 100.0
Haemophilus influenzae TC

Haemophilus influenzae ITERIREL 97 167 133 148 113 67 65 33
Klebsiella aerogenes ABPC 16.7 0.0 11.1 0.0 0.0 0.0 1.8 1.3
Klebsiella aerogenes ABPC/SBT 36.4 16.7 20.0 4.5 15.0 8.8 22.2 28.0
Klebsiella aerogenes AMK 100.0 | 100.0 [ 100.0 | 100.0 | 100.0 | 100.0 | 100.0 | 100.0
Klebsiella aerogenes AMPC/CVA 9.1 0.0 11.1 0.0 0.0 3.1 4.8 4.5
Klebsiella aerogenes AZT 72.2 75.9 56.8 82.7 79.2 84.2 79.5
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TYFNRAFT 7 L(%) : LigEERbSEES V-7 BINFERRE 3 3 3 3 5 5 5 5
BREXS : kA HAREI(SE)| 2015 | 2016 | 2017 | 2018 | 2019 | 2020 | 2021 | 2022 | 2023 | 2024 | 2025 | 2026 | 2027 | 2028 | 2029 | 2030 | 2031
eI 1l 24 / 7116 3 9 0 / 6
Klebsiella aerogenes CAZ 83.3 64.0 73.0 57.1 76.4 73.6 78.0 76.5
Klebsiella aerogenes CEZ 0.0 0.0 10.0 0.0 0.0 3.0 3.6 9.0
Klebsiella aerogenes CEZX 1 0.0 0.0 50.0 0.0 0.0 3.0 3.6 9.0
Klebsiella aerogenes CEZX 2 0.0 0.0 50.0 0.0 0.0 3.0 3.6 9.0
Klebsiella aerogenes CFPM 100.0 | 100.0 [ 100.0 | 100.0 | 100.0 | 100.0 | 100.0 | 100.0
Klebsiella aerogenes CMz 18.2 0.0 20.0 0.0 0.0 2.9 3.7 10.0
Klebsiella aerogenes CTRX 91.7 80.0 73.0 63.8 82.4 78.2 84.1 79.5
Klebsiella aerogenes CTX

Klebsiella aerogenes GM 100.0 | 100.0 [ 100.0 | 100.0 | 100.0 | 100.0 | 100.0 | 100.0
Klebsiella aerogenes IPM/CS 100.0 [ 100.0 [ 94.6| 100.0| 100.0 | 100.0 | 98.9| 100.0
Klebsiella aerogenes LVFX 100.0 [ 100.0 [ 94.6| 100.0 | 100.0 | 100.0 | 100.0| 97.5
Klebsiella aerogenes MEPM 100.0 | 100.0 [ 100.0 | 100.0 | 100.0 | 100.0 | 100.0 | 100.0
Klebsiella aerogenes PIPC 90.0 69.6 67.6 60.4 79.2 71.2 78.4 82.9
Klebsiella aerogenes PIPC/TAZ 83.3 76.0 73.0 63.6 83.3 79.6 85.4 81.9
Klebsiella aerogenes SMZ/TMP 100.0 96.4 |1 100.0 97.8 1 100.0 98.6 | 100.0
Klebsiella aerogenes R RIREK 12 25 37 50 56 56 91 87
Klebsiella oxytoca ABPC 8.6 5.0 5.0 4.8 3.8 0.0 15.2 7.9
Klebsiella oxytoca ABPC/SBT 72.4 69.2 66.7 45.0 73.1 2.7 78.3 67.5
Klebsiella oxytoca AMK 100.0 | 100.0 [ 100.0 | 100.0 | 100.0 | 100.0 | 100.0 | 100.0
Klebsiella oxytoca AMPC/CVA 85.2| 865 | 722| 70.0| 875| 75.0| 70.8| 75.0
Klebsiella oxytoca AZT 88.9| 87.7| 810 854 834 87.1| 91.9] 83.0
Klebsiella oxytoca CAZ 1000 99.1( 99.1| 99.2| 100.0] 99.2| 995 99.5
Klebsiella oxytoca CEZ 412 33.8| 450]| 182 154 111 39.7| 387
Klebsiella oxytoca CEzx 1 412 393| 222| 188 154 | 11.1| 39.7| 387
Klebsiella oxytoca CEZx 2 412 393| 222| 188 154 | 11.1| 39.7| 387
Klebsiella oxytoca CFPM 98.8| 99.1( 99.1 985 99.4| 99.3| 995| 995
Klebsiella oxytoca CMmz 100.0 [ 100.0 [ 89.5| 100.0 | 100.0| 97.0| 100.0 | 98.7
Klebsiella oxytoca CTRX 86.2 85.9 83.5 83.2 80.0 87.1 92.2 84.4
Klebsiella oxytoca CTX 92.9 87.5 92.6 | 100.0 ( 100.0 93.9
Klebsiella oxytoca GM 97.6 | 90.7 879 909 882 94.7| 96.1| 994
Klebsiella oxytoca IPM/CS 98.8 | 100.0 ( 100.0 [ 100.0 [ 100.0 | 99.3| 100.0| 99.5
Klebsiella oxytoca LVFX 89.4| 843 845| 854 843| 89.0| 950]| 94.8
Klebsiella oxytoca MEPM 100.0 [ 100.0 [ 99.1| 100.0| 100.0 | 99.3| 100.0 | 100.0
Klebsiella oxytoca PIPC 75.9 63.2 57.9 61.8 56.7 715 84.1 68.2
Klebsiella oxytoca PIPC/TAZ 88.2| 826 819 832 772| 832| 89.9]| 824
Klebsiella oxytoca SMZ/TMP 1000 985 971 951 97.9] 96.2| 983| 944

X OBREICOWVT: >90% A RE, 90~800FELE, 80~60h'F L Y. <60AKRETY, 2022F0h o, WREHRZ & OKRBEA 10KEDIHE.
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TYFNRAFT 7 L(%) : LigEERbSEES V-7 BINFERRE 3 3 3 3 5 5 5 5
BREXS : kA HAREI(SE)| 2015 | 2016 | 2017 | 2018 | 2019 | 2020 | 2021 | 2022 | 2023 | 2024 | 2025 | 2026 | 2027 | 2028 | 2029 | 2030 | 2031
eI I ; / 6 3 9 0 / 6
Klebsiella oxytoca FREE 85| 110| 116 132| 172 147| 201 193
Klebsiella pneumoniae ABPC 2.1 5.2 1.5 1.2 5.2 3.2 10.9 6.6
Klebsiella pneumoniae ABPC/SBT 80.4 89.2 73.8 64.0 84.6 81.8 86.3 85.1
Klebsiella pneumoniae AMK 99.0 | 100.0 | 100.0 [ 99.7 99.7| 100.0 | 100.0 | 99.7
Klebsiella pneumoniae AMPC/CVA 955 98.7 95.4 94.1 93.6 96.9 94.4 95.2
Klebsiella pneumoniae AZT 100.0 97.1 94.3 99.6 97.3 94.7 95.5 92.9
Klebsiella pneumoniae CAZ 93.1 97.5 96.3 98.0 98.5 97.2 96.6 95.6
Klebsiella pneumoniae CEZ 69.0 81.6 72.7 59.8 83.3 84.2 81.4 78.7
Klebsiella pneumoniae CEZX 1 69.0 83.5 81.3 95.0 83.3 84.2 81l.4 8.7
Klebsiella pneumoniae CEZX 2 69.0 83.5 81.3 95.0 83.3 84.2 81l.4 8.7
Klebsiella pneumoniae CFPM 93.0 96.9 92.1 92.2 98.0 96.8 97.3 96.1
Klebsiella pneumoniae CMz 92.0 98.4 97.0 94.2 96.8 97.0 94.7 97.4
Klebsiella pneumoniae CTRX 89.4 92.6 86.8 87.2 93.9 88.3 91.7 92.7
Klebsiella pneumoniae CTX 81.5 91.7 87.0 91.9 96.9 90.4
Klebsiella pneumoniae GM 90.1 95.5 94.2 95.6 97.0 94.6 98.6 95.9
Klebsiella pneumoniae IPM/CS 99.0 | 100.0 | 100.0 [ 100.0 99.5 | 100.0 | 100.0 [ 100.0
Klebsiella pneumoniae LVFX 96.0 96.4 93.5 99.0 97.2 96.6 97.1 95.4
Klebsiella pneumoniae MEPM 100.0 | 100.0 [ 100.0 | 100.0 | 99.5] 100.0 | 100.0 | 100.0
Klebsiella pneumoniae PIPC 70.4 73.8 73.9 70.2 71.0 73.5 85.3 77.8
Klebsiella pneumoniae PIPC/TAZ 99.0 97.0 94.7 98.7 94.8 96.5 97.4 97.6
Klebsiella pneumoniae SMZ/TMP 100.0 91.3 89.7 92.2 91.2 88.4 91.0 90.3
Klebsiella pneumoniae R RIREK 101 201 190( 300| 398| 380 411 435
Klebsiella pneumoniae (CTX or CTRX or CAZ R) ABPC 0.0 0.0 0.0 0.0 0.0 0.0
Klebsiella pneumoniae (CTX or CTRX or CAZ R) ABPC/SBT 20.0 18.8 27.3 41.2 37.5
Klebsiella pneumoniae (CTX or CTRX or CAZ R) AMK 93.8 | 100.0 | 100.0 | 100.0 97.2 | 100.0 | 100.0 | 100.0
Klebsiella pneumoniae (CTX or CTRX or CAZ R) AMPC/CVA 60.0 20.0 83.3 71.4 82.4
Klebsiella pneumoniae (CTX or CTRX or CAZ R) AZT 45.5 38.9 92.9 65.7 57.8 40.0 33.3
Klebsiella pneumoniae (CTX or CTRX or CAZ R) CAZ 56.3 | 64.3| 63.2| 100.0| 76.9| 76.1| 51.4| 486
Klebsiella pneumoniae (CTX or CTRX or CAZ R) CEZ 6.3 0.0 0.0 143 6.3 0.0
Klebsiella pneumoniae (CTX or CTRX or CAZ R) CEZX 1 6.3 0.0 0.0 143 6.3 0.0
Klebsiella pneumoniae (CTX or CTRX or CAZ R) CEZX 2 6.3 0.0 0.0 143 6.3 0.0
Klebsiella pneumoniae (CTX or CTRX or CAZ R) CFPM 50.0 64.3 66.7 | 100.0 72.2 755 62.9 54.1
Klebsiella pneumoniae (CTX or CTRX or CAZ R) CMZz 87.5 80.0 75.0 81.8 76.5 91.3
Klebsiella pneumoniae (CTX or CTRX or CAZ R) CTRX 0.0 5.3 0.0 0.0 0.0 6.3 3.3
Klebsiella pneumoniae (CTX or CTRX or CAZ R) CTX 0.0 0.0

Klebsiella pneumoniae (CTX or CTRX or CAZ R) GM 313 35.7| 333| 214 57.7| 644 844 742
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TYFNAFT T L(%) : ILiEEERSEE S V-7 SINHEREL 3 3 3 3 5 5 5 5
RHEES A HARI(%E)| 2015| 2016 | 2017 | 2018 | 2019 | 2020 | 2021 | 2022 2023 | 2024 | 2025 | 2026 | 2027 | 2028 | 2029 | 2030 | 2031
B EH#A 5 51 512 513 514 515 516 7 518 519 5010 311 312 313 514 FU15 5116
Klebsiella pneumoniae (CTX or CTRX or CAZ R) IPM/CS 100.0 | 100.0 | 100.0 | 100.0 [ 91.4| 97.9| 100.0 | 100.0
Klebsiella pneumoniae (CTX or CTRX or CAZ R) LVFX 75.0 71.4 68.4 85.7 80.6 17.6 77.1 66.7
Klebsiella pneumoniae (CTX or CTRX or CAZ R) MEPM 100.0 | 100.0 | 100.0 | 100.0 [ 91.7| 98.0| 97.1( 100.0
Klebsiella pneumoniae (CTX or CTRX or CAZ R) PIPC 6.3 1.7 10.5 0.0 8.3 8.2 2.9 0.0
Klebsiella pneumoniae (CTX or CTRX or CAZ R) PIPC/TAZ 93.8 64.3 73.7 | 100.0 76.9 82.2 71.9 79.3
Klebsiella pneumoniae (CTX or CTRX or CAZ R) SMZ/TMP 20.0 47.4 14.3 45.8 43.2 26.7 45.5
Klebsiella pneumoniae (CTX or CTRX or CAZ R) TSRS 16 14 19 15 36 50 35 37
Proteus mirabilis ABPC 4141 32.0| 34.3| 419 58.1 64.7 64.0| 60.6
Proteus mirabilis ABPC/SBT 4481 40.8| 39.3| 600 689| 736 778| 72.0
Proteus mirabilis AMK 100.0 | 97.4| 100.0| 97.1( 100.0| 100.0 | 100.0 ( 100.0
Proteus mirabilis AMPC/CVA 86.2| 86.3| 98.1 99.0| 98.8]| 96.8| 98.7| 100.0
Proteus mirabilis AZT 95.5| 94.7| 886 86.0| 87.0| 921 89.5
Proteus mirabilis CAZ 82.8| 93.6| 98.1 93.4| 100.0| 97.2( 98.9| 100.0
Proteus mirabilis CEZ 20.7 22.7 24.8 22.9 38.6 44.4 36.4 43.0
Proteus mirabilis CEZX 1 20.7 50.0 64.7 41.7 38.6 44.4 36.4 43.0
Proteus mirabilis CEZX 2 20.7 50.0 64.7 41.7 38.6 44.4 36.4 43.0
Proteus mirabilis CFPM 42.9 37.7 39.3 46.1 69.9 73.6 77.8 63.5
Proteus mirabilis CMmZ 96.6 | 94.8| 100.0| 97.1( 100.0 | 100.0 | 100.0 | 100.0
Proteus mirabilis CTRX 41.4 38.5 38.9 46.2 70.8 71.0 75.9 67.0
Proteus mirabilis CTX 47.1
Proteus mirabilis GM 96.6 | 97.4 | 1000 96.1( 989 97.1| 97.7| 100.0
Proteus mirabilis IPM/CS 96.6 | 61.5| 39.8| 495 50.6 [ 55.2 73.6 | 50.0
Proteus mirabilis LVFX 89.7| 94.8| 97.2| 99.0( 925| 86.5| 943| 75.2
Proteus mirabilis MEPM 100.0 | 100.0 | 100.0 | 100.0 [ 100.0 | 100.0 | 100.0 [ 100.0
Proteus mirabilis PIPC 4141 36.8| 39.3| 448 59.8| 65.7 70.7] 60.8
Proteus mirabilis PIPC/TAZ 100.0 | 100.0 | 100.0 | 100.0 [ 100.0 | 100.0 | 100.0 [ 100.0
Proteus mirabilis SMZ/TMP 100.0 [ 91.7| 100.0| 92.1 929 956 96.4
Proteus mirabilis X RIKRER 29 78 108 107 95 75 90 107
Proteus vulgaris ABPC 4.5 3.3
Proteus vulgaris ABPC/SBT 87.0| 85.3
Proteus vulgaris AMK 94.7 1 100.0
Proteus vulgaris AMPC/CVA 89.5 96.4
Proteus vulgaris AZT 100.0 | 100.0
Proteus vulgaris CAZ 100.0 | 100.0
Proteus vulgaris CEZ 0.0 0.0
Proteus vulgaris CEZX 1 0.0 0.0

X OBREICOWVT: >90% A RE, 90~800FELE, 80~60h'F L Y. <60AKRETY, 2022F0h o, WREHRZ & OKRBEA 10KEDIHE.
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TYFNAFT T L(%) : ILiEEERSEE S V-7 SINHEREL 3 3 3 3 5 5 5 5
RHEES A HARI(%E)| 2015| 2016 | 2017 | 2018 | 2019 | 2020 | 2021 | 2022 2023 | 2024 | 2025 | 2026 | 2027 | 2028 | 2029 | 2030 | 2031
B EH#A 5 51 512 513 514 515 516 7 518 519 5010 311 312 313 514 FU15 5116
Proteus vulgaris CEZX 2 0.0 0.0
Proteus vulgaris CFPM 100.0 | 100.0
Proteus vulgaris CMz 95.7 | 100.0
Proteus vulgaris CTRX 90.9 60.6
Proteus vulgaris CTX

Proteus vulgaris GM 100.0 | 100.0
Proteus vulgaris IPM/CS 87.0 44.1
Proteus vulgaris LVFX 100.0 | 100.0
Proteus vulgaris MEPM 100.0 | 100.0
Proteus vulgaris PIPC 100.0 80.6
Proteus vulgaris PIPC/TAZ 100.0 [ 100.0
Proteus vulgaris SMZ/TMP 93.3| 926
Proteus vulgaris FTREREL 23 35
Pseudomonas aeruginosa ABPC/SBT

Pseudomonas aeruginosa AMK 98.4  100.0 98.8 98.8 99.4 99.3 99.4 | 100.0
Pseudomonas aeruginosa AZT 59.7 57.0 80.2 70.4 71.7 76.0 80.7
Pseudomonas aeruginosa CAZ 85.9 81.0 83.5 92.0 89.7 89.8 92.3 92.3
Pseudomonas aeruginosa CFPM 89.1 85.6 85.5 92.4 92.5 95.4 94.4 93.9
Pseudomonas aeruginosa GM 9583 97.2 96.3 96.8 98.1 97.5 98.4 97.8
Pseudomonas aeruginosa IPM/CS 80.2 81.7 84.7 87.3 88.5 87.2 86.1 86.8
Pseudomonas aeruginosa LVFX 81.0 85.4 82.7 86.5 90.3 90.7 90.9 91.8
Pseudomonas aeruginosa MEPM 86.5 83.9 87.1 91.2 91.9 89.8 89.3 90.1
Pseudomonas aeruginosa MINO

Pseudomonas aeruginosa PIPC 74.6 73.5 7.7 83.2 85.9 86.6 88.9 91.1
Pseudomonas aeruginosa PIPC/TAZ 78.6 74.9 77.8 85.9 83.8 87.6 92.7 91.8
Pseudomonas aeruginosa SMZ/TMP

Pseudomonas aeruginosa T RIEEL 192 218 243 251 324 286 355 367
Serratia marcescens ABPC 0.0 3.8 0.0 0.0 0.0 0.0 9.5 3.2
Serratia marcescens ABPC/SBT 4.3 3.8 0.0 6.3 0.0 10.0 9.5 3.0
Serratia marcescens AMK 100.0 | 100.0 98.1 | 100.0 ( 100.0 | 100.0 | 100.0 | 100.0
Serratia marcescens AMPC/CVA 4.5 4.0 0.0 0.0 0.0 10.0 0.0 0.0
Serratia marcescens AZT 100.0 | 100.0 97.7 96.5 | 100.0 [ 100.0 98.0 98.6
Serratia marcescens CAZ 86.4 95.9 94.4 96.9 98.6 | 100.0 96.8 96.5
Serratia marcescens CEZ 4.3 0.0 0.0 0.0 0.0 0.0 0.0 0.0
Serratia marcescens CEzx 1 4.3 0.0 0.0 0.0 0.0 0.0 0.0 0.0
Serratia marcescens CEZx 2 4.3 0.0 0.0 0.0 0.0 0.0 0.0 0.0

X OBREICOWVT: >90% A RE, 90~800FELE, 80~60h'F L Y. <60AKRETY, 2022F0h o, WREHRZ & OKRBEA 10KEDIHE.
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TYFNRAFT 7 L(%) : LigEERbSEES V-7 BINFERRE 3 3 3 3 5 5 5 5
BREXS : kA HAREI(SE)| 2015 | 2016 | 2017 | 2018 | 2019 | 2020 | 2021 | 2022 | 2023 | 2024 | 2025 | 2026 | 2027 | 2028 | 2029 | 2030 | 2031
& B3k 5 71 52 513 54 515 516 7 518 519 10 311 FJ12 013 F14 3015 516
Serratia marcescens CFPM 91.3 98.0 96.3 | 100.0 | 100.0 | 100.0 [ 100.0 | 100.0
Serratia marcescens Cmz 86.4 84.6 45.5 80.0 81.3 | 100.0 5.5 87.9
Serratia marcescens CTRX 45.5 59.2 68.5 79.7 72.6 90.4 87.3 92.8
Serratia marcescens CTX 90.0 | 100.0
Serratia marcescens GM 100.0 | 100.0 98.1| 100.0 | 100.0 | 100.0 [ 100.0 | 100.0
Serratia marcescens IPM/CS 100.0 [ 100.0 | 100.0 | 100.0 ( 100.0 | 100.0 | 100.0 98.8
Serratia marcescens LVFX 73.9 69.4 83.3 93.8 79.5 94.2 95.2 97.6
Serratia marcescens MEPM 100.0 [ 100.0 | 100.0 | 100.0 ( 100.0 | 100.0 | 100.0 98.8
Serratia marcescens PIPC 40.9 56.3 68.5 80.0 69.9 88.5 88.9 94.2
Serratia marcescens PIPC/TAZ 52.2 64.6 77.8 87.7 78.1 92.3 90.5 96.5
Serratia marcescens SMZ/TMP 100.0 [ 100.0 | 100.0 | 100.0 98.5 98.0 | 100.0 | 100.0
Serratia marcescens TR 23 50 54 65 73 52 63 86
Staphylococcus aureus (MRSA) AMPC/CVA

Staphylococcus aureus (MRSA) CEZz

Staphylococcus aureus (MRSA) CLDM 33.3 35.7 36.8 36.3 43.0 44.4 58.5 61.2
Staphylococcus aureus (MRSA) EM 7.7 10.0 7.0 10.7 8.3 8.9 11.3 12.9
Staphylococcus aureus (MRSA) IPM/CS

Staphylococcus aureus (MRSA) LVFX 8.5 6.7 6.0 2.9 6.3 4.2 5.1 9.8
Staphylococcus aureus (MRSA) LZD 100.0 99.5 99.3 | 100.0 | 100.0 | 100.0 | 100.0 | 100.0
Staphylococcus aureus (MRSA) MINO 28.1 41.9 49.4 47.0 54.1 59.9 69.9 72.6
Staphylococcus aureus (MRSA) MPIPC

Staphylococcus aureus (MRSA) PCG

Staphylococcus aureus (MRSA) SMZ/TMP 100.0 [ 989 100.0 | 100.0 | 98.2] 99.5| 99.0| 100.0
Staphylococcus aureus (MRSA) TEIC 100.0 | 100.0 [ 100.0 | 100.0 | 100.0 | 100.0 | 100.0 | 100.0
Staphylococcus aureus (MRSA) VCM 100.0 [ 100.0 [ 99.4| 100.0 | 100.0 | 100.0 | 100.0 | 100.0
Staphylococcus aureus (MRSA) POETE S 226 262 205 196 335 310 354 374
Staphylococcus aureus (MSSA) AMPC/CVA | 100.0 | 100.0 | 100.0 | 100.0 [ 100.0 | 100.0 | 100.0 | 100.0
Staphylococcus aureus (MSSA) CEZ 100.0 { 100.0 [ 100.0 | 100.0 | 100.0 | 100.0 | 100.0 | 100.0
Staphylococcus aureus (MSSA) CLDM 96.4| 97.0( 975 969 96.8| 983| 97.9| 985
Staphylococcus aureus (MSSA) EM 75.0 75.8| 774 779| 728| 853 76.7| 775
Staphylococcus aureus (MSSA) IPM/CS 100.0 { 100.0 [ 100.0 | 100.0 | 100.0 | 100.0 | 100.0 | 100.0
Staphylococcus aureus (MSSA) LVFX 85.8| 879| 889| 848 852 86.9| 835| 80.8
Staphylococcus aureus (MSSA) LZD

Staphylococcus aureus (MSSA) MINO 98.2| 994 992 987 99.2| 99.0| 99.0| 99.4
Staphylococcus aureus (MSSA) MPIPC

Staphylococcus aureus (MSSA) PCG 440| 439| 481| 495 51.8| 504 | 519| 54.2
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TYFNAFT T L(%) : ILiEEERSEE S V-7 SINHERE 3 3 3 3 5 5 5 5
RHEES A HARI(%E)| 2015| 2016 | 2017 | 2018 | 2019 | 2020 | 2021 | 2022 2023 | 2024 | 2025 | 2026 | 2027 | 2028 | 2029 | 2030 | 2031
B EH#A 5 51 512 513 514 515 516 7 518 519 5010 311 312 313 514 FU15 5116
Staphylococcus aureus (MSSA) SMZ/TMP 100.0 [ 100.0 99.2 98.8 99.5 99.5 99.6 99.0
Staphylococcus aureus (MSSA) TEIC

Staphylococcus aureus (MSSA) VCM

Staphylococcus aureus (MSSA) TSRS 231| 340| 268| 345 583| 558| 684| 685
Staphylococcus aureus (£7T) AMPC/CVA 56.4 63.9 66.3 70.0 69.6 73.1 75.6 74.8
Staphylococcus aureus (£7T) CEZ 56.7 65.2 68.4 72.1 81.2 83.1 84.5 84.4
Staphylococcus aureus (£7T) CLDM 75.6 74.5 77.6 77.8 72.3 73.4 82.0 82.7
Staphylococcus aureus (£7T) EM 42.6 47.7 47.9 55.1 50.2 59.9 55.0 53.9
Staphylococcus aureus (£7T) IPM/CS 60.0 74.0 78.9 79.9 79.6 83.4 87.7 87.9
Staphylococcus aureus (£7T) LVFX 46.9 51.0 53.2 55.2 58.0 62.4 64.7 61.9
Staphylococcus aureus (£7T) LZD 100.0 99.8 99.7 1 100.0 | 100.0 | 100.0 | 100.0 | 100.0
Staphylococcus aureus (£7T) MINO 63.7 74.2 78.7 79.5 83.0 85.0 89.1 89.9
Staphylococcus aureus (£7T) MPIPC

Staphylococcus aureus (£7T) PCG 24.4 26.0 28.1 32.2 37.7 37.8 37.9 39.8
Staphylococcus aureus (£7T) SMZ/TMP 100.0 99.5 99.5 99.2 98.8 99.5 99.5 99.5
Staphylococcus aureus (£7T) TEIC 100.0 { 100.0 | 100.0 | 100.0 { 100.0 | 100.0 | 100.0 | 100.0
Staphylococcus aureus (£7T) VCM 100.0 | 100.0 99.8 1 100.0 | 100.0 | 100.0 | 100.0 | 100.0
Staphylococcus aureus (£7T) T REE 441 573 450 522 887 837 1003 | 1016
Stenotrophomonas maltophilia ABPC/SBT

Stenotrophomonas maltophilia AMK

Stenotrophomonas maltophilia AZT

Stenotrophomonas maltophilia CAZ 533 30.8 52.4 28.6
Stenotrophomonas maltophilia CFPM

Stenotrophomonas maltophilia GM

Stenotrophomonas maltophilia IPM/CS

Stenotrophomonas maltophilia LVFX 96.7 84.6 84.2 92.3 81.0 92.9
Stenotrophomonas maltophilia MEPM

Stenotrophomonas maltophilia MINO 100.0 92.3 100.0 92.3 | 100.0 | 100.0
Stenotrophomonas maltophilia PIPC

Stenotrophomonas maltophilia PIPC/TAZ

Stenotrophomonas maltophilia SMZ/TMP 100.0
Stenotrophomonas maltophilia ITEREREL 30 13 19 13 21 14
Streptococcus agalactiae ABPC 100.0 | 100.0 [ 100.0 | 100.0 | 100.0 | 100.0 | 100.0 [ 100.0
Streptococcus agalactiae CLDM 81.5 83.6 95.7 86.1 81.6 83.1 87.5 81.6
Streptococcus agalactiae CTRX 100.0 98.5 98.9 99.2 | 100.0 | 100.0 { 100.0 | 100.0
Streptococcus agalactiae CTX 100.0 97.1( 100.0 | 100.0 | 100.0 | 100.0 | 100.0 [ 100.0

X OBREICOWVT: >90% A RE, 90~800FELE, 80~60h'F L Y. <60AKRETY, 2022F0h o, WREHRZ & OKRBEA 10KEDIHE.
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TYFNAFT T L(%) : ILiEEERSEE S V-7 SINHEREL 3 3 3 3 5 5 5 5
RHEES A HARI(%E)| 2015| 2016 | 2017 | 2018 | 2019 | 2020 | 2021 | 2022 2023 | 2024 | 2025 | 2026 | 2027 | 2028 | 2029 | 2030 | 2031
El 5 1l 24 / 6 3 9 0 / §
Streptococcus agalactiae EM 55.0 79.4 87.8 83.3 80.0 72.1 72.6 79.4
Streptococcus agalactiae LVFX 70.5 71.2 66.0 54.1 56.6 48.5 66.1 63.0
Streptococcus agalactiae MEPM

Streptococcus agalactiae PCG 100.0 97.1 92.5 94.2 93.3 94.4 96.7 91.8
Streptococcus agalactiae VCM

Streptococcus agalactiae TSRS 47 71 94 122 128 121 194 190
Streptococcus pneumoniae (BE/RIGHE) ABPC

Streptococcus pneumoniae (BE/RIGHE) CLDM

Streptococcus pneumoniae (BE/RIGHE) CTRX

Streptococcus pneumoniae (BE/RIGHE) CTX

Streptococcus pneumoniae (BERIGHE) EM

Streptococcus pneumoniae (BERIGHE) LVFX

Streptococcus pneumoniae (BETRIGHE) MEPM

Streptococcus pneumoniae (BBRIR{HK) PCG

Streptococcus pneumoniae (BETRIGHE) VCM

Streptococcus pneumoniae (BERARHS) POETE S5 0
Streptococcus pneumoniae (BERIGHEIA) ABPC

Streptococcus pneumoniae (BERIRALIAL) CLDM 30.0 37.3 21.7 47.4 45.7 58.3 52.3
Streptococcus pneumoniae (BERIRALIAL) CTRX 97.9 | 100.0 98.6 98.7 | 100.0 | 100.0 | 100.0 | 100.0
Streptococcus pneumoniae (BERIEALISL) CTX 100.0 | 100.0 | 100.0 | 100.0 100.0 | 100.0
Streptococcus pneumoniae (BERIEALISL) EM 333 50.0| 50.0 0.0 185
Streptococcus pneumoniae (BERIRALISN) LVFX 95.7| 98.0| 96.1| 100.0| 96.2| 94.4| 100.0| 100.0
Streptococcus pneumoniae (BERIRALISN) MEPM 100.0 97.9( 100.0| 100.0| 96.7| 92.0| 91.2| 889
Streptococcus pneumoniae (BERIRALIAN) PCG 97.8 | 100.0 | 100.0 | 100.0 [ 100.0 | 95.8 | 100.0 | 100.0
Streptococcus pneumoniae (BERIRALISN) VCM 100.0 [ 100.0 | 100.0 | 100.0 [ 100.0 | 100.0 | 100.0 [ 100.0
Streptococcus pneumoniae (BERIGHEIAL) POETE S 48| 103 78 79 62 26 57 18
Streptococcus pyogenes ABPC

Streptococcus pyogenes CLDM

Streptococcus pyogenes CTRX

Streptococcus pyogenes CTX

Streptococcus pyogenes EM

Streptococcus pyogenes LVFX

Streptococcus pyogenes MEPM

Streptococcus pyogenes PCG

Streptococcus pyogenes VCM

Streptococcus pyogenes XHEREEL 7

X OBER
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