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BoON—7 g3 TR |PCG AMPC MPIPC|CEZ JES EM CLDM |LVFX |VCM |TEIC |LZD S MINO
/CVA S TMP
Staphylococcus Staphylococcus aureus 1525 41.8 79.0 87.3 89.7 57.8 84.6 65.6| 100.0| 100.0| 100.0 99.3 92.0
AF LY v RBEMHEET FUERE (MSSA) 1093| 54.6| 100.0 100.0| 100.0| 77.8] 98.3| 813 99.1f 995
AF LY UESEE T FUBE (MRSA) 488 12.8/ 61.9| 10.5| 100.0| 100.0| 100.0| 99.6| 74.3
A7 7 —ERET FURE (CNS) 1025 23.0 40.8 57.4| 83.8[ 47.6( 100.0f 99.8[ 100.0f 82.9| 935
BoOL—7 g3 SHERBE |ABPC |PCG [CTX  |CTRX |MEPM [EM CLDM |LVFX |VCM
Streptococcus Streptococcus pneumoniae [BEi&i&HE] 0
Streptococcus pneumoniae [BERRALIA] 44 100.0| 100.0/ 97.7] 90.9| 27.3| 64.7| 97.7| 100.0
Streptococcus pyogenes 23| 100.0f 100.0f 100.0| 100.0 68.8 91.3
Streptococcus agalactiae 375| 100.0 95.3[ 100.0( 100.0 73.2 84.2 66.4
BONL—T B% SHERBE |PCG |ABPC [EM LVFX [VCM [TEIC [LZD [MINO
Enterococcus Enterococcus faecalis 754 100.0f 95.8| 14.9| 91.3| 100.0f 100.0f 99.9| 33.6
Enterococcus faecium 385 13.2| 159 7.4 13.7) 989| 100.0| 99.7| 354
BOL—T % XEREE |ABPC |PIPC ARG [FIFC] | AR CEZ CEZx | CEZX CMZ |CTX |CTRX |CAZ |CFPM |AZT |MEPM Ty GM AMK |LVFX T
SBT |TAZ |/CVA 1 2 S P
BEAMEEHRE Escherichia coli 1870 58.2| 64.6| 74.4| 97.8| 88.4| 645 645 645/ 988 79.7| 80.3| 88.1| 91.1| 84.4| 100.0f 99.9| 91.3] 99.9 65.0 83.7
Escherichia coli [CTX or CTRX or CAZ R] 417 0.0 0.7 389 91.3| 819 0.0 0.0 0.0] 96.3 0.0 0.0| 41.8| 55.3] 27.3] 100.0f 99.8| 76.7| 99.5 7.8 59.0
Klebsiella pneumoniae 583 6.4 79.0| 82.7| 97.8] 95.6] 76.9| 76.9| 76.9| 96.7 87.4| 93.2| 959 96.6/ 93.1| 100.0| 100.0f 96.6| 99.8 95.5 89.8
Klebsiella pneumoniae [CTX or CTRX or CAZ R] 48 0.0 0.0 29.0 76.5 88.9 0.0 0.0 0.0 933 0.0 0.0| 52.1| 58.3| 29.8| 100.0f 100.0f 75.0| 100.0 73.9 38.6
Klebsiella oxytoca 244 9.1| 72.7| 723| 838 77.5| 40.0 40.0 40.0f 99.0f 95.1| 85.9| 99.6/ 99.6( 85.0f 100.0| 99.6| 98.5| 100.0 95.5 95.4
Enterobacter cloacae 38| 15.8| 89.5| 27.0/ 921 6.7 2.6 2.6 2.6 7.9| 81.8| 84.2| 84.2| 100.0( 87.5| 100.0{ 100.0f 100.0{ 100.0 94.7 81.3
Klebsiella aerogenes 107 2.1| 842 31.3] 845 35 8.2 8.2 8.2| 10.1 82.0f 79.0f 100.0f 83.7[ 100.0f 99.0f 100.0f 100.0 98.0 100.0
Proteus mirabilis 151 61.7| 62.3| 72.0/ 100.0/ 100.0| 42.0| 42.0| 42.0| 100.0| 47.6| 68.8| 100.0/ 67.1| 91.8| 100.0/ 52.0f 99.3| 100.0 77.9 93.8
Proteus vulgaris 50 47| 83.7| 87.2| 100.0f 97.1 0.0 0.0 0.0| 100.0 68.8| 100.0f 100.0f 100.0f 100.0{ 42.9| 100.0[ 100.0 100.0 91.9
Citrobacter freundii 74| 343| 822| 67.6| 838 280 235/ 235/ 235/ 500 83.8| 83.8[ 100.0f 80.0f 100.0f 100.0f 100.0f 100.0 95.9 89.1
Citrobacter koseri 52 0.0| 48.1| 86.4| 98.1| 100.0f 81.8| 81.8| 81.8| 100.0 94.2( 94.2[ 96.2[ 94.2[ 100.0[ 100.0f 100.0[ 100.0 100.0 98.0
Serratia marcescens 119 2.3] 889 22| 914 0.0 0.0 0.0 0.0| 84.4| 94.4| 887 96.6| 100.0| 99.0f 99.2| 99.1| 100.0| 100.0 92.3 100.0
cCEZ: AT TUNSOEE (HF : BEMH. 55 BZUERERRL) HTFE [S] . 98EF [-] LAOENA>TLEHEH
- CEZX1: A7 TUNSESIOEE HFIE [S) & ISl . & [—] UADENRA > TWDHER
s CEZX2: AT TUNSUTDOWTIFER R RN OB HF I3 [S] . #fHE [—1 & [SI] UADEAA > TLBHEK
BoL—7 BE# WK |PIPC ALRE) [FIE CAZ |CFPM |AZT |MEPM e GM AMK |LVFX i MINO
SBT |TAZ S TMP
7 FUREERES T LRERR Pseudomonas aeruginosa 505 91.9 93.1| 93.2[ 944 815 920 89.0f 97.8] 99.8[ 90.0
Acinetobacter baumannii 22| 88.2| 100.0| 100.0| 100.0| 95.2 100.0| 100.0| 95.5| 100.0| 100.0| 100.0| 100.0
Acinetobacter spp. 91| 795| 97.4| 914 87.8| 943 98.8[ 98.9( 98.6[ 100.0f 100.0f 98.5[ 100.0
Stenotrophomonas maltophilia 18 33.3 94.41 91.7| 100.0
BoOL—=7 BE# KERHEL |ABPC ARy AP CTX |CTRX |MEPM|CAM |LVFX |TC
SBT |/CVA
Z0MhT 7 LERMRE Haemophilus influenzae 62| 40.0| 85.0/ 90.9| 100.0| 100.0| 100.0| 78.6| 96.6
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