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BoON—7 g3 TR |PCG AMPC MPIPC|CEZ JES EM CLDM |LVFX |VCM |TEIC |LZD S MINO
/CVA S TMP
Staphylococcus Staphylococcus aureus 1016| 39.8| 74.8 84.4| 87.9] 53.9| 82.7| 61.9| 100.0/ 100.0| 100.0/ 99.5| 89.9
AF LY v RBEMHEET FUERE (MSSA) 685 54.2| 100.0 100.0| 100.0| 77.5| 985 80.8 99.0f 99.4
AF LY UESEE T FUBE (MRSA) 374 129/ 61.2 9.8| 100.0| 100.0f 100.0f 100.0f 72.6
A7 7 —ERHET FIERE (CNS) 710 19.2 339 56.0 81.2| 43.2( 100.0f 99.9( 100.0f 76.6f 91.7
BoOL—7 g3 SHERBE |ABPC |PCG [CTX  |CTRX |MEPM [EM CLDM |LVFX |VCM
Streptococcus Streptococcus pneumoniae [BEi&i&HE] 0
Streptococcus pneumoniae [BERRALIA] 18 100.0/ 100.0] 100.0] 88.9 100.0] 100.0
Streptococcus pyogenes 7
Streptococcus agalactiae 190 100.0 91.8( 100.0{ 100.0 79.4 81.6 63.0
BONL—T B% SHERBE |PCG |ABPC [EM LVFX [VCM [TEIC [LZD [MINO
Enterococcus Enterococcus faecalis 503| 100.0f 94.4| 145 90.8| 100.0{ 100.0f 99.8 35.38
Enterococcus faecium 351 12.2| 139 7.3 13.6/ 98.8| 100.0| 100.0| 33.8
BOL—T % XEREE |ABPC |PIPC ARG [FIFC] | AR CEZ CEZx | CEZX CMZ |CTX |CTRX |CAZ |CFPM |AZT |MEPM Ty GM AMK |LVFX T
SBT |TAZ |/CVA 1 2 S P
BEAMEEHRE Escherichia coli 1127 55.0/ 63.0 72.3| 97.1| 85.0 624 624 624 985/ 786 785 86.8 90.0/ 82.2| 100.0f 99.8| 92.0/ 99.9 64.7 83.0
Escherichia coli [CTX or CTRX or CAZ R] 279 0.0 1.1 37.7| 88.6| 747 0.0 0.0 0.0| 95.7 0.0 0.0| 41.2| 54.5| 25.4| 100.0f 99.6] 77.2| 99.6 8.7 60.1
Klebsiella pneumoniae 435 6.6 77.8| 85.1| 97.6| 95.2| 787 787 787| 97.4| 90.4| 927 95.6] 96.1f 92.9( 100.0f 100.0f 95.9| 99.7 95.4 90.3
Klebsiella pneumoniae [CTX or CTRX or CAZ R] 37 0.0 0.0| 37.5| 79.3| 824 0.0 0.0 0.0 913 3.3 48.6( 54.1 33.3 100.0f 100.0f 74.2( 100.0 66.7 45.5
Klebsiella oxytoca 193 79| 682 67.5| 824 75.0( 387 387 387 987 93.9| 844 99.5 99.5( 83.0f 100.0f 99.5| 99.4| 100.0 94.8 94.4
Enterobacter cloacae 28| 17.9] 89.3| 29.6/ 929| 10.0 3.6 3.6 3.6 7.1 82.4| 821| 82.1| 100.0f 81.8| 100.0{ 100.0f 100.0{ 100.0 92.9 72.7
Klebsiella aerogenes 87 1.3 829 280 819 45 9.0 9.0 9.0/ 10.0 79.5 76.5| 100.0f 79.5| 100.0f 100.0f 100.0f 100.0 97.5 100.0
Proteus mirabilis 107| 60.6| 60.8| 72.0/ 100.0/ 100.0| 43.0| 43.0/ 43.0/ 100.0 47.1| 67.0 100.0/ 63.5| 89.5| 100.0/ 50.0f{ 100.0f 100.0 75.2 96.4
Proteus vulgaris 35 3.3| 80.6| 85.3] 100.0f 96.4 0.0 0.0 0.0| 100.0 60.6( 100.0f 100.0{ 100.0f 100.0{ 44.1| 100.0{ 100.0 100.0 92.6
Citrobacter freundii 52 22.7| 76.5| 545 76.9| 21.4 238 238 238 476 78.8| 78.8[ 100.0f 73.3| 100.0f 100.0f 100.0f 100.0 94.2 86.4
Citrobacter koseri 40 0.0| 40.0| 82.4| 97.5( 100.0f 76.5| 76.5| 76.5| 100.0 92.5( 925 95.0( 92.5( 100.0f 100.0f 100.0f 100.0 100.0 97.4
Serratia marcescens 86 3.2| 942 3.0 96.5 0.0 0.0 0.0 0.0| 87.9| 100.0f 92.8| 96.5| 100.0| 98.6| 98.8| 98.8| 100.0| 100.0 97.6 100.0
cCEZ: AT TUNSOEE (HF : BEMH. 55 BZUERERRL) HTFE [S] . 98EF [-] LAOENA>TLEHEH
- CEZX1: A7 TUNSESIOEE HFIE [S) & ISl . & [—] UADENRA > TWDHER
s CEZX2: AT TUNSUTDOWTIFER R RN OB HF I3 [S] . #fHE [—1 & [SI] UADEAA > TLBHEK
BoL—7 BE# WK |PIPC ALRE) [FIE CAZ |CFPM |AZT |MEPM e GM AMK |LVFX i MINO
SBT |TAZ S TMP
7 FUREERES T LRERR Pseudomonas aeruginosa 367 91.1 91.8 923 939 80.7[ 90.1| 86.8] 97.8] 100.0f 918
Acinetobacter baumannii 19| 87.5| 100.0f 100.0f 100.0f 94.4 100.0| 100.0| 94.7| 100.0| 100.0| 100.0| 100.0
Acinetobacter spp. 69 77.6] 96.7[ 89.3] 86.8] 924 98.4( 98.5( 98.2( 100.0f 100.0f 98.0[ 100.0
Stenotrophomonas maltophilia 14 28.6 92.9 100.0
BoOL—=7 BE# KERHEL |ABPC ARy AP CTX |CTRX |MEPM|CAM |LVFX |TC
SBT |/CVA
Z Oty 7 LRMRE Haemophilus influenzae 33| 54.5| 84.4| 87.0/ 100.0/ 100.0/ 100.0| 87.1| 96.7
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