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BI/N—T BE# TR |PCG fA\I/D/—\C/A MPIPC|CEZ ;PM/C EM CLDM |LVFX |VCM |TEIC |LZD |ST MINO

Staphylococcus Staphylococcus aureus 867 43.4 82.0 90.3 92.8 59.9 90.4 67.1 99.9( 100.0{ 100.0 99.7 92.7
AF L) VRBEEHEET FUHE (MSSA) 658| 53.2| 100.0 100.0f 100.0| 76.2| 97.6] 79.9 99.4| 987
AF L) VIESRE T R UEE (MRSA) 248 12.0/ 68.9 4.6| 100.0| 100.0| 100.0| 100.0| 75.0
a7y 7 —¥RET FUkE (CNS) 506 21.1 42.2 59.6| 87.7| 49.0| 100.0/ 99.8| 100.0| 85.4| 954

BNV —T BE& T&REEE |ABPC |PCG  [CTX [CTRX [MEPM|EM CLDM |LVFX |VCM

Streptococcus Streptococcus pneumoniae [B#ii&{A] 0 NA NA NA NA NA NA NA NA
Streptococcus pneumoniae [BERIR{ALUSN] 42 100.0[ 100.0| 97.6] 92.5 45| 41.4| 92.9| 100.0
Streptococcus pyogenes 11| 100.0{ 100.0{NA 100.0 NA NA 90.9
Streptococcus agalactiae 203| 99.5| 94.5| 99.4| 995 75.7 81.2| 63.1

BINV—7 BE# HE&RMEE |PCG  |ABPC [EM LVFX [VCM [TEIC [LZD [MINO

Enterococcus Enterococcus faecalis 406| 100.0/ 95.6| 17.4| 91.8| 100.0| 100.0| 100.0| 34.5
Enterococcus faecium 185 0.0 3.8 8.8 14.7 98.9| 100.0f 100.0| 26.8

BIL—7 BE# KEREE |ABPC |PIPC SET/R TR SRR CEZ CEZ | CEZX CMZ |CTX |CTRX |CAZ |CFPM |AZT |MEPM 7e GM AMK |LVFX ST

BPC [IPC MPC 1 2 S

EREERHRE Escherichia coli 947| 62.6| 66.0 76.6/] 97.6/ 91.0 689 689 689 983 781| 81.1| 889| 922| 86.3| 100.0| 100.0| 92.4| 100.0 68.6 83.9
Escherichia coli [CTX or CTRX or CAZ R] 201 0.0 1.0/ 333 943] 875 0.0 0.0 0.0 90.7 0.0 0.0 440 61.2| 30.1f 100.0f 100.0f 74.3| 100.0 11.9 55.7
Klebsiella pneumoniae 292 34| 722 819 97.2| 95.1| 83.8| 83.8| 838 97.4| 90.5| 904 97.3| 97.9| 954 100.0f 100.0f 96.4| 100.0 94.1 84.1
Klebsiella pneumoniae [CTX or CTRX or CAZ R] 35 0.0 0.0 7.1] 80.0{NA 0.0 0.0 0.0 85.7| 10.0 33| 743| 80.0/ 53.3| 100.0f 100.0f 66.7| 100.0 57.1 6.9
Klebsiella oxytoca 111 122| 739| 857| 851| 750| 415| 415 415| 100.0f 96.7 86.2[ 99.1f 99.1| 857 100.0| 100.0| 95.7| 100.0 98.2 95.8
Enterobacter cloacae 17 11.8 82.4 235 88.2|NA 11.8 11.8 11.8 17.6|NA 64.7 76.5| 100.0|NA 100.0 94.1] 100.0|NA 94.1|NA
Klebsiella aerogenes 51 2.8 81.3| 243 875 0.0 8.1 8.1 81| 11.1| 727 74.0[ 80.0f 100.0 84.6] 100.0| 100.0| 98.0| 100.0 98.0 100.0
Proteus mirabilis 83| 69.2| 71.1| 80.5| 100.0| 98.4| 549| 549| 549| 100.0| 56.3] 81.6| 100.0| 75.0 94.4| 100.0f 53.0f 98.7[ 100.0 715 92.3
Proteus vulgaris 30 7.1 80.0f 93.1 100.0f 100.0 0.0 0.0 0.0| 100.0{NA 75.0 96.7[ 100.0f 100.0f 100.0f 48.3| 100.0f 100.0 100.0 100.0
Citrobacter freundii 36[NA 91.7[NA 97.2[NA NA NA NA NA NA 97.2 97.2| 100.0| 100.0{ 100.0| 100.0 97.2| 100.0 91.7 89.7
Citrobacter koseri 32 0.0| 61.3| 100.0f 100.0f 100.0f 93.8| 93.8| 93.8| 100.0{NA 100.0| 100.0| 100.0| 100.0| 100.0| 100.0| 100.0| 100.0 100.0 100.0
Serratia marcescens 55 0.0 836 0.0 83.0 0.0 0.0 0.0 0.0] 72.0{NA 79.6| 100.0f 100.0f 97.9| 100.0f 100.0f 100.0f 100.0 85.2 100.0
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BIOL—7 €S T&ME |PIPC ZiZ/A :'PACZ/P CAZ |CFPM |AZT |MEPM ISPM/C GM AMK |LVFX |ST MINO

7 R UREEREE S T LRRERR Pseudomonas aeruginosa 288 93.0 91.8| 934 948 774 92.0[ 899 984 100.0f 90.9
Acinetobacter baumannii 12(  83.3(NA 100.0| 81.8| 81.8 100.0{ 100.0] 75.0|NA T2.7|NA 100.0
Acinetobacter spp. 25 625 100.0{ 100.0| 83.3| 875 100.0| 100.0| 86.4| 100.0| 88.0| 100.0| 100.0
Stenotrophomonas maltophilia 5 NA NA NA NA

BIOL—7 €S T&MEL |ABPC ] CTX |CTRX |MEPM|CAM |LVFX |TC

BPC [MPC
Z0M s 5 LERMARE Haemophilus influenzae 78| 49.3] 79.2| 825| 100.0| 100.0] 100.0| 86.8| 98.7|NA
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