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BI/N—T BE# TR |PCG MPC/ MPIPC|CEZ . EM CLDM |LVFX |VCM |TEIC |LZD |ST MINO
Staphylococcus Staphylococcus aureus 562 39.2 77.8 87.8 91.3 55.7 88.6 63.8 99.8( 100.0f 100.0{ 100.0 90.9
AF L) VRBEEHEET FUHE (MSSA) 393| 51.2| 100.0 100.0f 100.0| 76.5| 97.9| 815 100.0) 98.9
AF L) VIESRE T R UEE (MRSA) 194 11.3| 68.1 4.8| 100.0| 100.0| 100.0| 100.0| 74.0
a7y 7 —¥RET FUkE (CNS) 339| 195 375 60.6| 88.1| 46.5| 100.0/ 99.7| 100.0/ 80.0] 95.0
BNV —T BE& T&REEE |ABPC |PCG  [CTX [CTRX [MEPM|EM CLDM |LVFX |VCM
Streptococcus Streptococcus pneumoniae [B#ii&{A] 0 NA NA NA NA NA NA NA NA
Streptococcus pneumoniae [BERIR{ALUSN] 21 100.0{NA 100.0f 90.0/ 10.0| 53.8] 90.5| 100.0
Streptococcus pyogenes 2|INA NA NA NA NA NA NA
Streptococcus agalactiae 93| 100.0 92.3] 100.0( 100.0 77.1 80.5 61.3
BINV—7 BE# HE&RMEE |PCG  |ABPC [EM LVFX [VCM [TEIC [LZD [MINO
Enterococcus Enterococcus faecalis 272 100.0f 93.4[ 20.3| 91.4[ 100.0{ 100.0f 100.0f 36.9
Enterococcus faecium 166 0.0 0.0 8.7 149 99.4| 100.0f 100.0| 25.6
SBT/A|TAZ/P |CVA/A CEZX |CEZX IPM/C
BIL—7 BE# KEREE |ABPC |PIPC ¢ 4 < CEZ CMZ |CTX |CTRX |CAZ |CFPM |AZT |MEPM d GM AMK |LVFX ST
BPC [IPC MPC 1 2 S
EREERHRE Escherichia coli 570 575| 63.6] 69.8] 957 87.5| 64.0 64.0( 640 96.8| 747| 816| 87.7| 92.2| 85.2| 100.0| 100.0| 92.8| 100.0 68.0 81.0
Escherichia coli [CTX or CTRX or CAZ R] 129 0.0 08| 31.5| 89.8] 857 0.0 0.0 0.0 86.3 0.0 0.0 41.9] 64.1| 30.0f 100.0f 100.0f 75.9| 100.0 11.6 52.3
Klebsiella pneumoniae 215 12| 69.0/ 805 957 93.1| 80.5| 80.5| 80,5 96.6/ 93.1| 88.6 96.7| 97.7| 95.2| 100.0/ 100.0f 96.2| 100.0 93.5 83.8
Klebsiella pneumoniae [CTX or CTRX or CAZ R] 29 0.0 0.0 9.1| 77.8[NA 0.0 0.0 0.0/ 81.8|NA 37| 724 793 542 100.0f 100.0f 70.4[ 100.0 55.2 43
Klebsiella oxytoca 83| 13.8| 69.9| 828 B841|NA 429| 429| 429| 100.0f 958 84.1| 9838| 9838| 83.6| 100.0/ 100.0| 985| 100.0 98.8 97.2
Enterobacter cloacae 16( 125 81.3] 25.0f 87.5(NA 125 125| 125| 18.8|NA 68.8| 75.0| 100.0|NA 100.0f 100.0[ 100.0|NA 93.8|NA
Klebsiella aerogenes 46 3.0 814 235/ 86.0 0.0 5.9 5.9 5.9 9.1 70.0] 73.3| 80.0] 100.0f 83.3| 100.0f 100.0f 97.8| 100.0 100.0 100.0
Proteus mirabilis 48| 717 721 79.2| 100.0{ 97.4| 51.1| 51.1| 51.1| 100.0|NA 83.7[ 100.0f 78.7 93.0f 100.0f 50.0f 100.0f 100.0 83.0 94.9
Proteus vulgaris 20| 10.0{ 85.0/ 94.7| 100.0| 100.0 0.0 0.0 0.0| 100.0{NA 73.7| 95.0f 100.0f 100.0f 100.0f 52.6[ 100.0f 100.0 100.0 100.0
Citrobacter freundii 25|NA 96.0[NA 100.0|NA NA NA NA NA NA 100.0| 100.0| 100.0| 100.0| 100.0| 100.0f 96.0| 100.0 88.0 90.5
Citrobacter koseri 17{NA 62.5[NA 100.0|NA NA NA NA NA NA 100.0| 100.0| 100.0| 100.0| 100.0| 100.0| 100.0| 100.0 100.0 100.0
Serratia marcescens 35 0.0 829 0.0 829 0.0 0.0 0.0 0.0] 70.6[NA 80.0f 100.0f 100.0f 100.0f 100.0f 100.0f 100.0f 100.0 82.4 100.0
cCEZ: AT TUNSOEE (HF  BEZMH. 5B BRIMEREERH) HFE IS] . 281 [-] DUOELSA > TLSHHK
< CEZX1: A7 TUNSESINEE HFIE [S] & ISl . H8E [ -] UADEDA > TLBHEK
cCEZX2 : AT TUDSUCOWTIEE R OB HFIE IS . #8HE [—] & [SI] UADEDA > TLBHE
. 5 SBT/A|TAZ/P IPM/C
BIL—7 €S T&ME |PIPC e |lme CAZ |CFPM |AZT |MEPM s GM AMK |LVFX |ST MINO
TR UEEREE S T LRERER Pseudomonas aeruginosa 214 929 92.0f 93.0f 939 73.8| 89.7[ 879 98.6[ 100.0f 90.2
Acinetobacter baumannii 11{ 81.8[NA 100.0| 80.0| 80.0 100.0f 100.0f 72.7|NA 70.0|NA 100.0
Acinetobacter spp. 21 55.0| 100.0{ 100.0| 80.0| 85.0 100.0| 100.0| 84.2| 100.0| 85.7| 100.0| 100.0
Stenotrophomonas maltophilia 5 NA NA NA NA
. 5 SBT/A|CVA/A
BoN—7 €S T&MEL |ABPC CTX |CTRX |MEPM|CAM |LVFX |TC
BPC [MPC
Z DM 7 LEMERE Haemophilus influenzae 33( 50.0{ 80.0[ 83.3|NA 100.0| 100.0| 90.6| 100.0|NA
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