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BI/N=T g3 KR |PCG fﬂ\;i/A MPIPC|CEZ ISPM/C EM CLDM |LVFX |VCM |TEIC [LzD (ST MINO

Staphylococcus Staphylococcus aureus 1206 41.0] 78.9 88.0] 92.1| 61.5 90.7| 67.0/] 99.9] 100.0| 100.0/ 99.5| 929
AFTYVEZEHEET P URE (MSSA) 880| 52.1| 100.0 99.9| 100.0| 79.6| 98.2| 822 100.0| 98.8
AF Y UEREET R 7RE (MRSA) 367 123 711 8.8| 100.0/ 100.0f 100.0f 99.0[ 78.1
A7 57 —ERMET FUERE (CNS) 755| 203 39.8 58.0| 85.7| 49.1| 100.0| 99.7| 100.0| 79.3| 94.7

BIN—T g3 KRBE |ABPC |PCG  |CTX |CTRX |MEPM |EM CLDM |LVFX |VCM

Streptococcus Streptococcus pneumoniae [B#ii&{A] 0 NA NA NA NA NA NA NA NA
Streptococcus pneumoniae [BERARAUS] 96 100.0) 985 99.0| 86.0| 16.7| 488| 97.9 100.0
Streptococcus pyogenes 11| 100.0{ 100.0{NA 100.0 NA NA 90.9
Streptococcus agalactiae 208| 100.0] 96.0] 100.0| 100.0 72.0 79.5| 64.6

B/ —T 3 KRBE |PCG  |ABPC |[EM LVFX [VCM |TEIC |LZD |MINO

Enterococcus Enterococcus faecalis 558| 100.0| 945| 17.5| 92.4| 100.0/ 100.0| 100.0| 38.1
Enterococcus faecium 308 7.7 4.2 6.6 16.2 99.7| 100.0{ 100.0 25.6

B/ —T S K&RBE |ABPC |PIPC SBT/A TAZ/P |CVA/A CEZ Cea]| cE2s CMZ |CTX |CTRX |CAZ |CFPM |AZT MEPM IPM/C GM AMK |LVFX ST

BPC [IPC MPC 1 2 8

BEAMERHRE Escherichia coli 1177 58.2 62.8 72.6 95.7 88.5 67.5 67.5 67.5 98.4 78.4 81.0 88.0 91.5 84.5| 100.0| 100.0 91.9 99.9 64.7 82.2
Escherichia coli [CTX or CTRX or CAZ R] 256 0.0 0.4 311 88.5 84.6 0.0 0.0 0.0 91.9 0.0 0.0 41.0 59.1 27.9] 100.0| 100.0 78.0 99.5 115 55.1
Klebsiella pneumoniae 506 2.7 66.7 81.1 91.6 90.1 80.9 80.9 80.9 97.8 94.6 82.7 94.7 95.4 90.1| 100.0| 100.0 90.9 99.8 89.9 80.0
Klebsiella pneumoniae [CTX or CTRX or CAZ R] 89 0.0 0.0 9.7 62.2( 47.1 0.0 0.0 0.0 83.9 15.4 24 66.3 71.9| 42.2| 100.0|/ 100.0 48.8| 100.0 53.9 18.8
Klebsiella oxytoca 176 7.7 74.1 81.8 87.8 983 36.9 36.9 36.9| 100.0 98.0 89.1 99.4 99.4 88.9] 100.0| 100.0 99.3| 100.0 98.2 98.0
Enterobacter cloacae 35| 14.3| 857 229 91.4|NA 5.7 5.7 57| 14.3| 80.8| 74.3] 82.9| 100.0{NA 100.0] 94.3| 100.0|NA 94.4[NA
Klebsiella aerogenes 94 2.7 81.2 26.9 86.7 1.9 53 53 53 9.0 76.2 7.2 81.7| 100.0 81.9| 100.0 98.9 97.8| 100.0 97.6 98.4
Proteus mirabilis 114 73.4 76.4 80.4( 100.0 97.8 53.2 53.2 53.2 99.1 52.9 85.0 99.1 79.8 92.0 99.1 46.4] 981 99.0 84.1 95.4
Proteus vulgaris 33 9.1 80.0 93.8| 100.0{ 100.0 0.0 0.0 0.0| 100.0{NA 71.0 97.0( 100.0 91.7( 100.0 56.3| 100.0| 100.0 100.0 100.0
Citrobacter freundii 63 21.4 90.5 80.0 95.2[NA 18.8 18.8 18.8 31.3|NA 95.2 95.2( 100.0 94.5| 100.0{ 100.0 98.4| 100.0 93.2 86.8
Citrobacter koseri 38 0.0 61.1| 100.0| 100.0{ 100.0 94.1 94.1 94.1] 100.0|NA 100.0{ 100.0| 100.0] 100.0) 100.0| 100.0] 100.0f 100.0 100.0 100.0
Serratia marcescens 74 0.0 83.8 25 89.0 0.0 0.0 0.0 0.0 82.9 87.5 824 97.3| 100.0 98.3| 100.0] 100.0| 100.0| 100.0 85.2 100.0

cCEZ: AT TUNSOEE (HF  BEZMH. 5B BRIMEREERH) HFE IS] . 281 [-] DUOELSA > TLSHHK

< CEZX1: A7 TUNSESIDEIE HFIE [S] &[SI . &I [—] UNDEN A>T HH

< CEZ¥2 : A7 TUNSUCDOWTIFESHNRD OB HFE [S] . 9 [ & [SI] UADEN A>T B HH

BoN—7 EE3 K&HE |PIPC ZiZ/A :’PA(:Z/P CAZ |CFPM |AZT MEPM ISPM/C GM AMK |LVFX |ST MINO

7 RONEEREE S T LW Pseudomonas aeruginosa 427 89.8 91.1 90.8 925 75.1 89.2 87.1 97.1f 100.0 89.9
Acinetobacter baumannii 27 73.1 93.8 96.3 88.5 88.5 100.0| 100.0 88.5| 100.0 84.0| 100.0{ 100.0
Acinetobacter spp. 56 64.2 929 95.6 85.2 87.0 100.0| 100.0 93.3| 100.0 92.7 94.4( 100.0
Stenotrophomonas maltophilia 16 375 100.0 90.9( 100.0

BoON—7 EES) K&HE |ABPC S G CTX |CTRX |MEPM|CAM |LVFX |TC

BPC [MPC
Z DM 7 LEMERE Haemophilus influenzae 157| 53.3| 82.0| 85.5| 100.0| 100.0| 100.0| 87.8| 100.0|NA
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