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BIN—"7 e X5 E | PCG [MPIPC vee | Bre CEZ s TEIC | VCM | LZD | DAP [ LVFX | MINO | CLDM | AZM EM CAM ST
Staphylococcus Staphylococcus aureus 1077 42.7 65.7 93.4 | 100.0 | 100.0 | 100.0 | 100.0 | 66.5 94.2 90.9 64.3 60.5 65.1 98.8
AFv Y vREMEEET N 7RE (MSSA) 776 55.6 100.0 | 100.0 | 100.0 | 100.0 82.9 | 98.7 | 98.1 79.5 | 80.5 | 81.1 99.6
AFY UitEEE T K UERE (MRSA) 331 75.2 | 100.0 | 100.0 | 100.0 | 100.0 | 9.2 815 | 71.1 10.7 11.2 12.3 | 97.9
757 —ERET FUERE (CNS) 714 20.3 | 37.7 99.7 | 100.0 | 100.0 44.4 |1 935 | 80.4 | 54.8 | 54.9 | 56.7 | 79.4
W/ —7 €S X5 ## | PCG | ABPC| CTX [ CTRX [MEPM| VCM | LVFX | TC |CLDM| EM ST
Streptococcus Streptococcus pneumoniae [B&R ] 0 NA NA NA NA NA NA
Streptococcus pneumoniae [BERIRAUA] 53 100.0 100.0 | 98.1 | 82.4 | 100.0 | 94.3 NA 58.0 | 25.9 NA
Streptococcus pyogenes 22 100.0 | 100.0 | 100.0 | 100.0 100.0 NA 95.2 | 875
Streptococcus agalactiae 202 95.8 | 100.0 | 100.0 | 100.0 100.0 59.4 | 72.3 66.2
BN —7 €S XE&RBE | PCG | ABPC | TEIC [ VCM | LZD | CPFX [ LVFX [ MINO | EM FOM
Enterococcus Enterococcus faecalis 539 100.0 | 97.8 | 100.0 [ 100.0 | 100.0 | 83.0 | 94.8 | 38.9 | 12.2 | 60.0
Enterococcus faecium 362 20.0 | 14.0 | 100.0 [ 99.7 | 100.0 | 5.6 11.7 | 20.2 4.3
N CVA/A|SBT/A|TAZ/P CEZX | CEZ3¥ IPM/C
B/ —7 H% KR4 | ABPC | PIPC CEZ CMZ | CTX | CTRX | CAZ | CFPM |MEPM AZT | CPFX | LVFX | AMK | GM TOB [ MINO | ST FOM
MPC | BPC IPC 1 2 S
BB E R Escherichia coli 1088 53.0 | 59.9 | 89.4 [ 70.0 | 924 | 61.3 | 61.3 | 61.3 | 98.0 | 743 | 75.9 | 82.8 | 849 [ 99.9 [ 99.9 | 79.4 | 65.8 | 60.8 | 99.4 | 90.9 NA 939 | 822 | 97.6
Escherichia coli [CTX or CTRX or CAZ R] 284 0.0 0.0 85.7 | 30.1 | 781 0.0 0.0 0.0 95.3 39.4 | 99.6 | 100.0 [ 22.1 14.7 12.7 | 983 | 81.7 NA 88.4 | 55.8 | 95.4
Klebsiella pneumoniae 527 R 71.0 | 95.7 [ 855 [ 95.8 | 88.0 | 88.0 | 88.0 | 97.7 | 94.0 | 87.9 | 96.6 | 97.1 [ 100.0 [ 99.8 | 93.4 | 95.2 | 93.7 | 100.0 [ 89.5 NA 83.0 | 82.8
Klebsiella pneumoniae [CTX or CTRX or CAZ R] 63 R 0.0 727 0.0 793 0.0 0.0 0.0 89.5 73.0 | 100.0 | 100.0 | 51.7 | 66.1 | 55.0 | 100.0 | 27.6 NA 17.7 | 22.0
Klebsiella oxytoca 171 R 66.9 | 84.6 | 84.2 | 84.8 | 37.2 | 37.2 | 37.2 | 100.0 | 94.7 | 86.2 | 99.4 | 100.0 [ 100.0 | 100.0 | 86.0 | 93.3 | 92.3 [ 98.6 | 100.0 NA 91.2 | 95.6
Enterobacter cloacae 25 R 76.0 R R 88.0 R R R R 50.0 | 76.0 | 80.0 | 100.0 [ 100.0 [ 100.0 | NA | 100.0 [ 100.0 | 100.0 | 100.0 | NA [ 100.0 | 100.0
Klebsiella aerogenes 105 R 64.0 R R 68.0 R R R R 57.9 | 64.6 | 65.0 [ 100.0 | 100.0 | 100.0 | 74.0 | 95.7 | 95.3 | 100.0 | 100.0 NA 90.1 | 100.0
Proteus mirabilis 93 616 [ 75.0 | 98.6 | 81.7 | 100.0 [ 53.3 | 53.3 | 53.3 | 100.0 [ 53.8 | 77.3 | 98.9 | 815 [ 100.0 | 50.6 | 91.1 | 80.0 | 80.0 | 100.0 | 97.8 NA R 91.7
Proteus vulgaris 23 R 81.8 | 100.0 [ 95.7 [ 100.0 R R R 100.0 | NA 56.5 [ 100.0 [ 100.0 | 100.0 | 59.1 94.7 | 100.0 | 100.0 | 100.0 | 100.0 NA R 100.0
Citrobacter freundii 54 R 83.3 R R 90.7 R R R R 100.0 | 87.0 | 87.0 | 100.0 [ 100.0 | 98.1 88.1 | 98.0 | 95.5 | 100.0 | 98.1 NA 73.6 | 90.9
Citrobacter koseri 37 R 44.4 1 933 | 944 | 946 | 94.4 | 94.4 | 944 | 100.0 [ NA 97.3 | 97.3 | 97.3 [ 100.0 [ 100.0 | 97.1 | 97.1 97.3 | 100.0 [ 97.3 NA | 100.0 | 97.3
Serratia marcescens 68 R 89.6 R R 97.1 R R R R NA 89.7 | 97.1 | 100.0 | 100.0 [ 100.0 | 100.0 | 93.3 [ 89.8 | 100.0 | 100.0 [ NA 86.8 | 100.0
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7T RS T LERERE Pseudomonas aeruginosa 446 85.8 R 91.5 | 924 | 948 | 91.8 | 90.9 | 77.7 | 93.9 | 90.0 | 99.2 | 96.3 NA R R
Acinetobacter baumannii 17 71.4 | 84.6 | 100.0 [ 100.0 | 100.0 | 100.0 | 100.0 R 100.0 | 100.0 | 100.0 | 100.0 NA | 100.0 | 100.0
Acinetobacter spp. 59 65.4 | 90.9 | 92.0 | 82.8 | 93.0 | 100.0 | 100.0 R 96.5 | 100.0 | 100.0 | 98.0 NA | 100.0 | 100.0
Stenotrophomonas maltophilia 17 R R R 29.4 R R R 94.1 R R R 100.0 | 90.9
CVA/A|[SBT/A
WION—7 B4 K5RAEEE | ABPC MPé BP(/: CTX [ CTRX| CAZ |MEPM| CPFX | LVFX | TC | CAM | ST
Z0fth s 7 LEMIRE Haemophilus influenzae 109 40.4 | 775 | 72.2 {100.0 [ 100.0 | 100.0 | 100.0 | 97.8 | 99.1 NA 85.3 | 63.9
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