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R EREA XFRMEEL [ PCG |[MPIPC e || mee CEZ . TEIC | VCM | LZD | DAP | LVFX | MINO [CLDM | AZM EM CAM ST

Staphylococcus Staphylococcus aureus 974 440 | 73.7 96.4 | 100.0 [ 100.0 | 100.0 | 100.0 | 66.0 | 96.1 93.8 | 70.2 63.9 69.4 | 99.2
AFU URERFREEET N UEKE (MSSA) 769 52.7 100.0 | 100.0 | 100.0 | 100.0 77.8 | 98.9 | 97.7 | 81.1 77.9 | 81.2 | 99.2
AF) vitEEE T FUERE (MRSA) 213 83.7 | 100.0 | 100.0 | 100.0 | 100.0 [ 8.5 85.4 | 80.7 13.7 14.5 14.3 | 99.2
A7 77 —tYEET7 FUBRE (CNS) 418 36.5 58.4 100.0 | 100.0 | 100.0 62.0 | 97.5 | 88.7 62.1 61.3 | 61.5 | 94.9

EIIL—7 = ItRMkE | PCG | ABPC | CTX | CTRX |MEPM| VCM | LVFX | TC |CLDM| EM ST

Streptococcus Streptococcus pneumoniae [BE7&RIGA] 0 NA NA NA NA NA NA
Streptococcus pneumoniae [BE/RIRALIAN] 63 98.3 96.7 | 98.3 | 83.9 | 100.0 | 93.3 NA 56.5 | 30.6 | 36.4
Streptococcus pyogenes 39 100.0 | 100.0 | 100.0 | 100.0 100.0 NA 100.0 | 89.7
Streptococcus agalactiae 290 98.3 | 100.0 | 100.0 | 100.0 100.0 59.8 78.2 68.9

EBZIL—7 = R | PCG | ABPC | TEIC | VCM | LZD | CPFX | LVFX | MINO | EM FOM

Enterococcus Enterococcus faecalis 347 100.0 | 100.0 | 100.0 | 100.0 | 100.0 | 86.4 | 93.7 34.8 17.7 75.5
Enterococcus faecium 49 15.8 12.9 | 100.0 | 100.0 | 100.0 | 15.0 19.4 30.4 5.1
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m7IL—"7 E% *FREEEL | ABPC | PIPC CEZ CMZ | CTX | CTRX | CAZ |CFPM |MEPM AZT | CPFX | LVFX | AMK | GM TOB | MINO | ST FOM

MPC | BPC IPC 1 2 S

BAREEREE Escherichia coli 1130 65.4 | 67.5 90.5 | 79.8 | 95.9 | 746 | 746 | 746 | 994 | 86.0 | 83.1 90.0 | 91.2 | 100.0 | 100.0 | 86.7 67.3 | 67.9 | 99.7 | 94.2 NA 96.1 84.7 | 98.1
Escherichia coli [CTX or CTRX or CAZ R] 199 0.8 0.0 85.4 | 37.7 | 86.3 0.8 0.8 0.8 96.7 47.7 | 100.0 | 100.0 | 22.8 10.5 11.3 | 99.5 | 83.3 NA 90.9 | 52.7 | 95.2
Klebsiella pneumoniae 339 R 78.0 | 97.4 | 86.7 | 98.7 | 89.8 | 89.8 [ 89.8 [ 98.5 92.2 | 92.6 | 98.2 | 97.3 | 100.0 [ 100.0 [ 95.9 | 96.1 96.5 | 100.0 | 93.0 NA 86.7 | 85.6
Klebsiella pneumoniae [CTX or CTRX or CAZ R] 26 R 0.0 NA 7.1 90.9 0.0 0.0 0.0 92.9 65.4 | 100.0 | 100.0 | 52.2 | 75.0 | 69.6 | 100.0 | 45.5 NA 23.1 15.8
Klebsiella oxytoca 110 R 85.5 90.9 | 81.7 | 91.3 | 41.7 | 41.7 | 41.7 | 100.0 [ 95.8 | 93.3 | 100.0 | 100.0 | 100.0 | 100.0 | 94.1 94.8 | 94.1 | 100.0 | 97.1 NA 95.5 | 94.6
Enterobacter cloacae 13 R NA R R 84.6 R R R R NA 69.2 | 84.6 | 100.0 NA | 100.0 | 69.2 NA | 100.0 | 100.0 | 92.3 NA | 100.0 NA
Klebsiella aerogenes 52 R 89.5 R R 90.2 R R R R 84.2 | 88.2 | 90.2 | 100.0 | 100.0 [ 96.2 | 91.5 | 100.0 | 100.0 | 97.9 | 98.0 NA 94.1 96.2
Proteus mirabilis 114 83.3 | 86.0 | 100.0 [ 88.5 | 100.0 | 63.7 63.7 | 63.7 | 100.0 | 81.1 90.6 | 99.1 | 86.9 | 100.0 | 44.2 | 91.8 | 81.5 | 83.5 | 100.0 | 99.1 NA R 92.4
Proteus vulgaris 24 R 93.8 | 100.0 | 91.7 | 100.0 R R R 100.0 NA 59.1 | 100.0 | 100.0 | 100.0 | 43.5 | 95.5 [ 100.0 { 100.0 [ 100.0 | 100.0 NA R 100.0
Citrobacter freundii 31 R 89.5 R R 96.8 R R R R 85.7 | 83.9 | 87.1 | 100.0 | 100.0 [ 100.0 | 89.7 | 89.5 | 92.9 | 100.0 | 100.0 NA 90.0 | 81.3
Citrobacter koseri 20 R 64.3 NA | 100.0 | 90.0 | 100.0 | 100.0 | 100.0 | 100.0 NA | 100.0 | 100.0 | 100.0 | 100.0 | 100.0 | 100.0 | 100.0 [ 100.0 | 100.0 | 100.0 NA | 100.0 | 100.0
Serratia marcescens 45 R 89.2 R R 90.9 R R R R 81.3 | 91.1 | 100.0 | 100.0 | 100.0 | 95.5 | 100.0 | 86.1 | 86.1 | 100.0 | 100.0 NA 88.9 | 100.0
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E7IL—"7 E% IR E | PIPC e B CAZ | CFPM [MEPM . AZT | CPFEX | LVFX | AMK | GM TOB | MINO | ST

TR URERES T LRIERR Pseudomonas aeruginosa 265 95.0 R 969 | 96.2 | 97.3 | 98.3 | 92.0 | 84.4 | 94.7 | 92.8 | 99.2 | 96.0 NA R R
Acinetobacter baumannii 5 NA NA NA NA NA NA NA R NA NA NA NA NA NA NA
Acinetobacter spp. 32 85.7 | 100.0 | 92.3 | 90.3 | 100.0 [ 100.0 | 100.0 R 95.2 96.9 | 100.0 | 96.2 NA | 100.0 | 100.0
Stenotrophomonas maltophilia 7 R R R NA R R R NA R R R NA NA

N . CVA/A|[SBT/A
BZIL—7 2 IHRME | ABPC T CTX | CTRX | CAZ [MEPM| CPFX | LVFEX [ TC CAM ST
ZDM T T LERMERRE Haemophilus influenzae 94 54.3 | 88.9 | 80.7 | 100.0 | 100.0 [ 96.6 | 100.0 [ 100.0 | 98.9 NA 77.4 | 58.1
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